Table S3 Maximum likelihood sequence and site-specific posterior probabilities for

the ancestral lophotrochozoan steroid receptor LBD.

residues are highlighted in red.

Functionally characterized

Human ERa Alternate
amino acid Site# ML state PP state (if PP of alt state rzgif:lkueets
number PP>0.25)
311 1 P 0.159
312 2 A 0.33 0.282
313 3 N 0.218
314 4 Q 0.319
315 5 I 0.582
316 6 I 0.673
317 7 S 0.349 0.302
318 8 A 0.746
319 9 L 1
320 10 L 0.771
321 11 K 0.749
322 12 A 0.919
323 13 D 0.941
324 14 P 0.997
325 15 P 0.99
326 16 \Y 0.488
327 17 L 0.681
328 18 Y 0.34
329 19 A 0.521 0.397
330 20 S 0.335
331 21 H 0.961
332 22 D 0.804
333 23 P 0.51 0.38
334 24 D 0.15
335 25 L 0.153
336 26 P 0.998
337 27 D 0.435
338 28 T 0.976
339 29 E 0.61
340 30 \Y 0.223
341 31 H 0.393 0.38
342 32 L 0.835
343 33 M 0.584 0.353
344 34 T 0.513
345 35 S 0.819
346 36 L 0.994 *
347 37 I 0.955 *
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531 210 E 0.702
532 211 G 0.773
533 212 A 0.203
534 213 Y 0.999
535 214 P 0.996
536 215 L 0.846
537 216 Y 0.439 0.354
538 217 D 0.998
539 218 L 1
540 219 L 0.996
541 220 T 0.321
542 221 E 1
543 222 M 1
544 223 L 0.999
545 224 D 0.83
546 225 A 0.998
547 226 Q 0.88
Mean PP= 0.7284823




