Supplementary Table 5. SNPs showing strongest signal for interaction from SNP-based Bayesian analysis™*

SNP gene logl0 (BF int)** logl0 (BF model 3) logl0 (BF model 2) logl0 (BF model 4) logl0 (BF model 1)
rs17154274 55973 4.4 4.4 4.3 4.3 -0.5
rs16872355 55973 4.4 4.4 4.3 4.3 -0.5
rs10901769 64077 4.4 23 5.5 4.8 1.1
rs1217973 3660 43 43 2.4 3.6 -0.2
rs9816963 8971 43 4.3 4.2 3.9 -0.8
rs3806489 57590 4.2 2.6 4.3 3.5 0.1
rs959987 121260 4.1 2.8 4.1 33 -0.3
rs10734965 121260 4.1 2.9 4.1 33 -0.4
rs959988 121260 4.1 2.9 4.1 33 -0.4
rs13261781 57210 4.0 4.0 0.9 34 0.0
rs3736430 4214 4.0 1.9 4.7 3.9 0.7
rs10773580 121260 3.9 2.8 3.9 3.2 -0.4
rs2115794 84068 3.9 3.9 1.3 2.9 0.0
1s296827 50808 3.9 3.9 3.1 3.2 -0.5
rs13016817 150468 3.9 3.9 2.6 3.2 0.0
rs13015273 150468 3.9 3.9 2.6 3.2 0.0
1s3862663 27339 3.9 3.0 3.9 34 -0.4
rs10773579 121260 3.9 2.6 3.9 3.0 -0.4
rs542380 23649 3.9 3.1 3.9 3.1 -0.6
rs658181 28970 3.9 9.3 1.3 9.3 5.4
1s586293 28970 3.9 9.3 1.3 9.3 5.4
1s625249 28970 3.9 9.3 1.3 9.3 5.4
1s652621 28970 3.9 9.3 1.3 9.3 5.4
rs655158 28970 3.9 9.3 1.3 9.3 5.4
rs3741613 121260 3.9 2.7 3.9 3.0 -0.4
rs6884959 54974 3.8 4.5 2.4 3.8 0.7
rs17585837 3660 3.8 3.8 2.8 33 -0.6

rs1904274 57733 3.8 0.4 3.9 2.9 0.1
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rs12919746 23406 3.0 3.0 2.2 2.8 -0.4
rs10798331 63931 3.0 3.1 0.4 23 0.1

*SNPs in the 26 genes identified with high confidence interactions by the hierarchical model are not included in this table
**BF int = max(BF,, BF3;, BF4)/max(BF, 1)



