
Figure S3
A C D

E

0

5

10

unstranded stranded

 %
 tr

an
sc

rip
ts

 m
ap

pi
ng

 
to

 o
pp

os
ite

 s
tra

nd

0

1

2

bi
ts GCTCTATCTTT

CTTG
T

17 18 19 20 21 22 23 24 25 26 27 28 29 30

A
C

Primer 1

T
C

C
TGATATTGT

C
C
TA

G
A
G

Primer 2

1

A

G

2
G

3 4 5 6

G

7 8 9 10 11 12

C
T

13

C

T0

1

2

bi
ts

SGNex directcDNA
K562 cell line

B

Transcripts assembled %
 tr

an
sc

rip
ts

 m
ap

pi
ng

 to
 o

pp
os

ite
 s

tra
nd

80000 110000 140000
0

2

4

6

8
4crit_m3

4crit_m2

3crit_m2
3crit_m3

original

All o
rig

inal re
ads

0

2

4

6

8

Stra
nded + unstr

anded re
ads

Only s
tra

nded re
ads

HAP1 transcript assembly

PIAS4

5 kb

SLURP-stranded 
Transcript assembly

Unstranded
Transcript assembly

Reference trascript

SLURP-stranded 

Unstranded

Ref

5 kbR2_20

precision
0

20

40

60

pe
rc

en
ta

ge

sensitivity
0

10

20

30

40

50** *

unstranded
stranded

Sequin transcripts with alternate TSS/TTS

Actual transcript
Pychopper

SLURP

ERCC-00108Assembled transcript

HCT116

Unstranded long reads

Extract reads with 
primer 1

Extract reads with 
rc of primer 2

Extract reads with 
primer 2

Obtain 
reverse complement

SLURP-stranded
long reads

Merge
- dup

Merge
- dup

SLURP workflow

m
at

ch
in

g 
ER

C
C

 tr
an

sc
rip

ts

0

10

20

30

40

50

100

Pr
ec

is
io

n 
(E

R
C

C
 tr

an
sc

rip
ts

)

0

50

0

5

10

15

20

25

Pr
ec

is
io

n 
(a

ll 
tr

an
sc

rip
ts

)

m
at

ch
in

g 
al

l t
ra

ns
cr

ip
ts

 x
 1

03

0

5

10

15

20

25

F G

H

I J

K L

M N
O

HAP1 HAP1

HAP1 (with FLAIR)

Pychop SLURP Pychop SLURPPychop SLURP Pychop SLURP

0

2

4

6

8

m
at

ch
in

g 
al

l t
ra

ns
cr

ip
ts

 x
 1

03

Pychop SLURP
0

5

10

15

20

tim
e 

(s
ec

on
ds

 x
 1

03 )

Pychop SLURP
0

10

20

30

m
at

ch
in

g 
al

l t
ra

ns
cr

ip
ts

 x
 1

03

Pychop SLURP
0

10

20

30

40

tim
e 

(s
ec

on
ds

 x
 1

03 )

Pychop SLURP

%
 re

ad
s 

st
ra

nd
ed

HAP1 HL1
0

20

40

60

80

100 UNAGI
Pychopper

SLURP

0

20

40

60

0

20

40

60

80

100

0

2

4

6

0

2

4

6

Se
ns

iti
vi

ty
 (E

R
C

C
 tr

an
sc

rip
ts

)

Pychop SLURP Pychop SLURP Pychop SLURP Pychop SLURP

Se
ns

iti
vi

ty
 (a

ll 
tr

an
sc

rip
ts

)

Pr
ec

is
io

n 
(E

R
C

C
 tr

an
sc

rip
ts

)

Pr
ec

is
io

n 
(a

ll 
tr

an
sc

rip
ts

)

0

20

40

60

0

50

100

Pr
ec

is
io

n 
(E

R
C

C
 tr

an
sc

rip
ts

)

Se
ns

iti
vi

ty
 (E

R
C

C
 tr

an
sc

rip
ts

)

HL1

0

2

4

6

8

0

2

4

6

8

Pr
ec

is
io

n 
(a

ll 
tr

an
sc

rip
ts

)

Se
ns

iti
vi

ty
 (a

ll 
tr

an
sc

rip
ts

)

Pychop SLURPPychop SLURP Pychop SLURP Pychop SLURP
0

5

10

15

0

20

40

60

80

100

Pr
ec

is
io

n 
(a

ll 
tr

an
sc

rip
ts

)

Se
ns

iti
vi

ty
 (a

ll 
tr

an
sc

rip
ts

)

Pychop SLURP Pychop SLURP




