Table S1

A list of the transcription factors, their PWM models and the AUC score achieved by the different algo-
rithms listed in the main text, using only one DNase-seq data set. Factors for which PIQ achieves a higher
accuracy than msCentipede are highlighted in red.

factor PWM model | CENTIPEDE | msCentipede | PIQ
BATF LATACTCAIQ“ 0.897 0.922 | 0.931
BHLHE40 *CACTéé 0.899 0.899 | 0.848
CEPBP %’—‘TT’*Q : C”:AAIa 0.958 0.957 | 0.959
CTCF |+ CCCCCTA L 0.891 0.899 | 0.897
F2F4 }[TT CCCAAA 0.993 0.993 | 0.993
EBF AICCC:A L A 0.763 | 0.838
EGRI1 G000 Boon | 0.2 0.939 | 0.953
ELF1 AAQQQ AA“T:: 0.942 0.944 | 0.933
ELK1 ACQ’ AA“l 0.983 0.983 | 0.975
ELK1 ACTTCC c AA“T 0.976 0.976 | 0.972
ERRA <BAC ~TCA .| 0.909 0.905 | 0.885
ERRA AA k. °AA TCA 0.946 0.946 | 0.950
ETS1 f??g‘ MAA'???‘Z 0.991 0.991 | 0.992
ETS1 Cc AMcmc | 0.999 0.999 | 0.998
GABP AQC Aé.;:;i 0.979 0.979 | 0.963
IRF3 AAAAAAQCAAAL 0.922 0.923 | 0.941
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