Table S2

A list of the transcription factors, their PWM models and the AUC score achieved by the different algo-
rithms listed in the main text, using both replicate DNase-seq data sets. Factors for which PIQ achieves
a higher accuracy than msCentipede are highlighted in red.

no cleavage

factor PWM model | CENTIPEDE | msCentipede | msCentipede-flexby | PIQ
BATF %fTAT W TCAEQ‘ 0.960 0.943 0.969 0.969 0.922
BHLHEA0 CACTéé 0.938 0.934 0.947 0.947 0.912
CEBPB ATTACAQAAI 0.981 0.978 0.982 0.984 0.931
CTCF : CCCCCIA T oo9n 0.865 0.929 0.932 0.927
E2F4 TTT CCCAAA 0.993 0.993 0.993 0.993 0.993
EBF A A MAT | a6 0.843 0.878 0.878 0.764
EGRI1 : ccccccc“*“ 0.949 0.947 0.956 0.956 0.955
ELF1 AAQCC AAAL 0.956 0.953 0.965 0.965 0.938
ELK1 ACc AAAI 0.984 0.984 0.983 0.983 0.983
ELK1 AT c AA“T | 0978 0.978 0.978 0.978 0.970
ERRA <A TCA 0.958 0.961 0.959 0.960 0.826
ERRA AA IQA*QAA*ICA 0.969 0.969 0.972 0.973 0.968
ETS1 “ == ,Aé‘_‘, ~ | 0.996 0.996 0.997 0.997 0.993
ETS1 22 AA”*CTTCC | 0.999 0.999 0.999 0.999 0.998
GABP AQC »AAFE, 0.981 0.980 0.982 0.982 0.976
IRF3 AAA*AAAQQAAAQ 0.957 0.957 0.965 0.965 0.956




TRF4 JQ“AAACC AAACTA 0.998 0.998 0.998 0.998 0.985
MAFK JTGQTA“*C 0.650 0.634 0.711 0.701 0.617
MAX MACT°*ACAQAT = 0971 0.968 0.973 0.974 0.893
MEF2A : QTA%AATA Tl 0915 0.912 0.948 0.948 0.696
NFATC1 %-‘—‘51- AAAI*‘:‘IITTC = 0962 0.958 0.968 0.974 0.813
NFATC1 %TTTCCA%?L AAA 0.972 0.962 0.970 0.981 0.822
NFE2 cAT : ACTCAIC 0.969 0.966 0.963 0.963 0.958
NFKB o *AT*QCCC* 0.953 0.952 0.960 0.962 0.912
NRF1 CACCATCC 0.991 0.991 0.991 0.991 0.990
PAX5 _J%AC,%E?@ Lo | 003 0.886 0.926 0.930 0.846
POU2F2 }%*TAATATT?A??i 0.971 0.965 0.978 0.981 0.629
RFX5 , ~l[lecg‘-\l[e CAAC° 0.947 0.945 0.946 0.948 0.939
RUNX3 %'}AACC Lhas | om0 0.916 0.935 0.935 0.824
RUNX3 AACCCAACCC = 0931 0.926 0.947 0.951 0.847
RXRA “A“TCATACCC 0.955 0.957 0.978 0.977 0.948
SP1 ~seslic chgc 0.996 0.996 0.996 0.996 0.947
SPI1 LLILE AATT 0.804 0.792 0.850 0.855 0.769
SREBP1 %ATCAC‘?T : AT 0.990 0.990 0.990 0.990 0.985
SREBP2 “‘ICAC T A 0.990 0.990 0.990 0.986
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