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Supplementary Figure S4: Plots of the probability of MTT scores 14, 15, and
16 as a function of position upstream of the transcription start cite. This is
for human, mouse, dog three way comparisons. In this plot, the probability is
averaged over 50 bp regions. Conservation increases significantly near to the
gene. 26.7% of all 16 scores, 23.9% of all 15 scores, and 19.7% of all 14 scores
occur within 500 bp of the transcription start site.
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