
5 10 15 20 25 30 35 401

1.02

1.015

1.01

1.005

1

0.995

sibling GWAS
population GWAS

5 10 15 20 25 30 35 401

1.0003

0.9997

1

1.02

1.015

1.01

1.005

1

0.995

generations

A. B.
1-chrom map human map

av
er

ag
e 

ef
fe

ct
 s

iz
e 

es
tim

at
e

(tr
ue

 e
ffe

ct
 s

iz
e 

= 
1)

generations

Fig S1: Cross-trait assortative mating influences effect-size estimates at loci that affect the study trait, although
this influence is second-order relative to that on effect size estimates at loci that do not affect the study trait but
do affect the other trait involved in assortative mating (cf. Fig 2; note the scales of the y-axes). Simulations are
the same as in Fig 2; the code can be found at https://doi.org/10.5281/zenodo.10520811.


