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Supplementary Figure S3. Quality control measurement of microRNAs in the primary and meta-
static patient samples of the independent validation dataset. To control for microRNA quality, the
number of total detectable microRNAs per sample (n=45 samples) was plotted using the Bioconductor
package HTgPCR. For samples to be included in this study, we required that at least 180 detectable
microRNAs could be detected. Patient IDs 49b, 15c and 5a were excluded due to their excessive
number of undetermined microRNAs.





