Supplemental Table 1.
Quantitation of Red1, Zip1, and Zip3 localization.

Strain
wild type hed1 dmc1 hed1 dmc1
Density Red1 on Zip1 5+/-0.5 7 +/- 0.7 (0.041)* 2 +/- 0.5 (<0.0001)* 3+/-1.8
Density Red1 overall 9+/-0.6 11 +/- 0.6 (0.0001)* 8 +/- 0.9 (0.05)* 9+/-4
Density Red1 not 3+/-0.4 4+1-07 5+/-0.8 5 +/- 2
associated with Zip1
Fraction Red1 on Zip1 62 +/-5 59 +/- 4 (0.0751) 33 +/- 5 (<0.0001)* 38 +/-12
Density Zip1 11 +/- 1 8 +/- 0.6 (<0.0001)* 5 +/- 0.6 (<0.0001)* 7+/-4
# Zip1 lines/cell (class 2) 5+/-0.7 4 +/-0.7 (0.1) 3 +/- .3 (<0.0001)* 2 +/-0.75
# Zip1 lines/cell (all) 6.5 +/- 0.84 5.7+/-0.71 (0.22) 2.9 +/- 0.37 (<0.0001)* 1.7 +/-0.75
# Zip3 foci on Zip1 lines 4 +/-0.2 5 +/- 0.3 (0.0025)* 3 +/- 0.2 (<0.0001)* 3+/-0.5
# Zip3 foci 57 +/-3 64 +/- 2 (<0.0001)* 45 +/- 1 (<0.0001)* 45 +/- 2 (<0.0001)*

All error is the 95% confidence interval. All P values are determined by the Mann-Whitney test. All P values
marked with an asterisk are significant.




