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PART 1: ABOUT THE DISTRIBUTION OF THE NUMBER OF SAMPLES FOR EACH 
CANCER-RELATED SKIN STATE 

Supplementary Table S1. RNA skin samples selected after the quality control analysis 
 

Series Technology 
Most  

frequent 
state 

Carcinoma  
(NMSC) 

Melanoma  
(MSC) 

Healthy  
Skin TOTAL 

BCC SCC MCC PRIMEL METMEL NSK NEV 
GSE2503 Affymetrix SCC  5    5  10 
GSE3189 Affymetrix PRIMEL    44  6 16 66 
GSE6710 Affymetrix NSK      12  12 
GSE7553 Affymetrix BCC 15 11  14  4  44 

GSE13355 Affymetrix NSK      57  57 
GSE14905 Affymetrix NSK      20  20 
GSE15605 Affymetrix PRIMEL    31 2 13  46 
GSE29359 Illumina METMEL     75   75 
GSE30999 Affymetrix NSK      74  74 
GSE32407 Affymetrix NSK      10  10 
GSE32628 Illumina SCC  14      14 
GSE32924 Affymetrix NSK      7  7 
GSE36150 Affymetrix MCC   10     10 
GSE39612 Affymetrix MCC 2 3 23     28 
GSE42109 Affymetrix BCC 10       10 
GSE42677 Affymetrix SCC  10      10 
GSE45216 Affymetrix SCC  28      28 
GSE46517 Affymetrix METMEL    29 35 7 7 78 
GSE52471 Affymetrix NSK      10  10 
GSE53223 Affymetrix NEV      5 9 14 
GSE53462 Illumina BCC 16 5    4  25 
GSE55664 Illumina NSK      10  10 
GSE66359 Affymetrix SCC  8      8 
GSE82105 Affymetrix NSK     6 6  12 

TOTAL Integrated 43 84 33 118 118 250 32 678 

 


