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Extended Data Fig. 9b, B-actin as sample processing control
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Supplementary Figure 1 | Uncropped scans with size marker indications

Full scans of western blots and EMSA for the indicated figure panels. Dashed boxes indicate
areas being cropped and displayed.
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Supplementary Figure 2 | Gating strategies for single-colour flow cytometry

a, Forward scatter (FSC-A) versus side scatter (SSC-A) was set to gate all live hematopoietic
cells, but exclude small debris. All single cells are gated by FSC-H/FSC-A, but exclude cell
clumps. PE and FITC are used to gate cherry and GFP labeling respectively. For Extended
Data Fig. 8b.

b, Forward scatter (FSC-A) versus side scatter (SSC-A) was set to gate all live hematopoietic
cells, but exclude small debris. All single cells are gated by FSC-H/FSC-A, but exclude cell
clumps. APC is used to gate Cy5 labeled ASO. For Extended Data Fig. 8f.

¢, Forward scatter (FSC-A) versus side scatter (SSC-A) was set to gate all live hematopoietic
cells, but exclude small debris. All single cells are gated by FSC-H/FSC-A, but exclude cell
clumps. Human leukemia donor cells are enriched by human CD45 or CD33. For Extended
Data Fig. 9i.



351,540 total 323,044 total 307,153 total

D45 2
200K single Cells N 101 37.9%
86.1% a3 1
150K o cD45.1
% = & 22.6%
2 8 —3 '
2 P 100K 5
o
50K | 9
a
. 0 e Yo e 1|
0 100K 200K 0 100K 200K 0 10°  10¢
FSC-A FSC-A FITC-CD45.1
b
30,000 total 29,388 total 27,962 total

139.9%

Single Cells
95.1%

5 T 150K =
% 3 —>9
172}
% 100K &

50K ¥

o ¥ 173% : ol
0 100K 200K 0 100K 200K 0 10° 10¢
FSC-A FSC-A PerCP-Cy5.5-Lineage

43.9%

0 o 10
BV421-CD11b

Supplementary Figure 3 | Gating strategies for multiple-colour flow cytometry

a, Forward scatter (FSC-A) versus side scatter (SSC-A) was set to gate all live hematopoietic
cells, but exclude small debris. All single cells are gated by FSC-H/FSC-A, but exclude cell
clumps. Donor cells are enriched by mouse CD45.2. For Fig. 4b,c.

b, Forward scatter (FSC-A) versus side scatter (SSC-A) was set to gate all live hematopoietic
cells, but exclude small debris. All single cells are gated by FSC-H/FSC-A, but exclude cell
clumps. Mouse HSPCs cells are enriched by Linc-kit* population. Myeloid cells are enriched by
CD11b population. For Fig. 4g, Extended Data Fig. 7d,k, Extended Data Fig. 8d,e, h, i.





