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S5 Fig. GTEx tissue enrichment of genes nearby (within 10kb upstream and 
downstream to) the top 500 SNPs in three different planes. (A) Axia, (B) Coronal, 
(C) Sagittal. The top 20 tissue-specific enrichments are shown for each plane. The 
enrichment was calculated based on the GTEx data with online tool: https://
maayanlab.cloud/Enrichr/.

https://maayanlab.cloud/Enrichr/

