GTEX-Q2AG-0011-R7A-SM-2HMJP brain female 40-49 years -
GTEX-N7MS-0011-R5a-SM-2HMK8 brain male 60-69 years -
GTEX-WZT0-0011-R5B-SM-3NMC5 brain male 40-49 years -
GTEX-PVOW-0011-R5A-SM-32PL7 brain male 40-49 years -
GTEX-WL46-0011-R5A-SM-3LK6V brain male 50-59 years
A GTEX-Q2AG-0011-R6A-SM-2HML?7 brain female 40-49 years -
GTEX-RNOR-0011-R7A-SM-2TF4V brain female 50-59 years -
GTEX-R55E-0011-R1A-SM-2TC6N brain male 20-29 years -
GTEX-N7MT-0011-R4a-SM-213G9 brain female 60-69 years -
GTEX-WVLH-0011-R5A-SM-3MJFW brain male 50-59 years -
GTEX-WZTO-0011-R7B-SM-4E3IS brain male 40-49 years 4
GTEX-R55E-0011-R7A-SM-2TC5Z brain male 20-29 years -
GTEX-R55E-0011-R5A-SM-2TC5N brain male 20-29 years -
GTEX-R55E-0011-R6A-SM-2TC5T brain male 20-29 years -
GTEX-WL46-0011-R7A-SM-3LK7X brain male 50-59 years -
GTEX-WVLH-0011-R6A-SM-3MJFZ brain male 50-59 years -
GTEX-UTHO-0011-R4A-SM-3GIJP brain male 60-69 years -
GTEX-PVOW-0011-R3A-SM-32PKX brain male 40-49 years -
GTEX-WHSE-0011-R7A-SM-3P5YZ brain male 20-29 years -
GTEX-Q2AG-0011-R10A-SM-2HMLA brain female 40-49 years -
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GTEX-T6MN-0011-R2A-SM-32QOW brain male 50-59 years 4
GTEX-N7MS-0011-R2a-SM-2HML6 brain male 60-69 years
GTEX-N7MT-0011-R4a-SM-2I3G9 brain female 60-69 years -
GTEX-N7MT-0011-R5a-SM-213G6 brain female 60-69 years -

GTEX-Q2AG-0011-R10A-SM-2HMLA brain female 40-49 years -
GTEX-Q2AG-0011-R3A-SM-2HMJ9 brain female 40-49 years -
GTEX-Q2AG-0011-R8A-SM-2HMKS5 brain female 40-49 years 4

GTEX-S7SE-0011-R2A-SM-2XCDC brain male 50-59 years

GTEX-NPJ7-0011-R10A-SM-2I3ES5 brain female 60-69 years 4

GTEX-WVLH-0011-R6A-SM-3MJFZ brain male 50-59 years -

B GTEX-QVJO-0011-R10A-SM-2S1QJ brain female 60-69 years 4
GTEX-WWYW-0011-R1A-SM-3TW8G brain female 50-59 years -
GTEX-R55E-0011-R8A-SM-2TC66 brain male 20-29 years -
GTEX-WZTO0-0011-R7B-SM-4E3IS brain male 40-49 years -
GTEX-WZTO0-0011-R10B-SM-4E3KB brain male 40-49 years -
GTEX-S7SE-0011-R5A-SM-2XCDA brain male 50-59 years 4
GTEX-N7MT-0011-R6a-SM-2I3G3 brain female 60-69 years -
GTEX-RNOR-0011-R7A-SM-2TF4V brain female 50-59 years -
GTEX-TSE9-0011-R10A-SM-3DB70 brain female 60-69 years -
GTEX-Q2AG-0011-R7A-SM-2HMJP brain female 40-49 years
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GTEX-RVPV-0011-R3A-SM-2TF63 brain male 60-69 years -
GTEX-S7SE-0011-R5A-SM-2XCDA brain male 50-59 years -
GTEX-WZT0-0011-R10B-SM-4E3KB brain male 40-49 years 4
GTEX-R55E-0011-R1A-SM-2TC6N brain male 20-29 years -
GTEX-NPJ7-0011-R10A-SM-2I3E5 brain female 60-69 years -
GTEX-QVJO-0011-R5A-SM-2S1QM brain female 60-69 years -
GTEX-S7SE-0011-R4A-SM-2XCDB brain male 50-59 years 4
GTEX-PVOW-0011-R5A-SM-32PL7 brain male 40-49 years -
GTEX-Q2AG-0011-R10A-SM-2HMLA brain female 40-49 years -
GTEX-QMR6-1426-SM-32PLA brain male 50-59 years -

C GTEX-Q2AG-0011-R3A-SM-2HMJ9 brain female 40-49 years -
GTEX-R55E-0011-R6A-SM-2TC5T brain male 20-29 years -
GTEX-R55E-0011-R4A-SM-2TC5H brain male 20-29 years -
GTEX-Q2AG-0011-R6A-SM-2HML?7 brain female 40-49 years -
GTEX-QDT8-0011-R3A-SM-32PKR brain female 30-39 years q
GTEX-S7SE-0011-R10A-SM-2XCDF brain male 50-59 years -
GTEX-NL3H-0011-R3a-SM-2I3GL brain male 60-69 years
GTEX-R55E-0011-R5A-SM-2TC5N brain male 20-29 years -
GTEX-WZT0-0011-R5B-SM-3NMC5 brain male 40-49 years
GTEX-WVLH-0011-R6A-SM-3MJFZ brain male 50-59 years -
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S5 Fig. GTEX tissue enrichment of genes nearby (within 10kb upstream and
downstream to) the top 500 SNPs in three different planes. (A) Axia, (B) Coronal,
(C) Sagittal. The top 20 tissue-specific enrichments are shown for each plane. The
enrichment was calculated based on the GTEx data with online tool: https://

maayanlab.cloud/Enrichr/.
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