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A National Study Among Diverse US
Populations of Exposure to Prescription
Medications with Evidence-Based
Pharmacogenomic Information

Loren Saulsberry Ph.D.1*3 , Jacob C. Jameson M.S.%5 , Robert D. Gibbons Ph.D.”,
M. Eileen Dolan Ph.D.%, Olufunmilayo I. Olopade M.D.>” and Peter H. O’Donnell M.D.>>*

Tailoring pharmacogenomic (PGx) implementation to diverse populations is vital to promoting health equity. We
assessed prescriptions for medications with potentially actionable PGx information to identify patient characteristics

associated with differential PGx medication exposure. We analyzed the nationally-representative MEPS dataset

of adults who reported receiving prescriptions between 2014 and 2021. PGx medications include those the FDA
and CPIC designate as having drug-gene associations supported by scientific evidence. With the primary outcome
being PGx prescriptions, we performed Poisson regression adjusted for all other relevant covariates. In our final
population (N=119,722, 72% White/20% Black/4% Asian/8% Hispanic), 61% were prescribed a PGx medication,
56% were female, and 97% held health insurance coverage. Adults with private health insurance (65%) or public
Medicaid/Medicare coverage (32%) were more likely to have PGx prescriptions than the uninsured (3%). Individuals
with cardiovascular conditions [adjusted IRR (alRR)=1.45, 95% Cl 1.41, 1.48], high cholesterol [alIRR=1.37,

95% Cl 1.35, 1.40], high blood pressure [alRR=1.14, 95% Cl 1.12, 1.16], and cancer [alRR=1.02, 95% CI 1.00,
1.04] were more likely to receive PGx prescriptions. Self-reported Blacks were less likely than Whites to receive
PGx medications [alRR=0.92, 95% Cl 0.90, 0.94], and among those with health conditions, the likelihood of PGx
medication exposure for underrepresented groups (Blacks, Hispanics, and Asians) was lower than for Whites. Our
study using a comprehensive list of PGx medications in a nationally representative dataset indicates that certain
populations are differentially exposed to genomically informed medications. This may suggest that if implementing

Study Highlights

WHAT IS THE CURRENT KNOWLEDGE ON THE
TOPIC?

M At present, there is a dearth of nationally representative evi-
dence on: (i) exposure to medications with clinically actionable
pharmacogenomic information within a diverse population and
(ii) the impact pharmacogenomics may have on health disparities.
WHAT QUESTION DID THE STUDY ADDRESS?

V] We set out to address three specific research questions: (i) at
the national level, what characteristics are descriptive of expo-
sure to prescription medications with evidence-based pharma-
cogenomic associations? (ii) since some commonly prescribed
medications to treat chronic health conditions have pharma-
cogenomic associations, are specific health conditions (e.g., can-
cer) associated with increased likelihood of pharmacogenomic
medication exposure? and (iii) is there differential exposure to
PGx medications across populations (c.g., Black vs. White)?
WHAT DOES THE STUDY ADD TO OUR
KNOWLEDGE?

M This study demonstrates differential exposure to prescrip-
tion medications with evidence-based pharmacogenomic

information. Our results show that individuals with chronic
conditions, including a cardiovascular condition, high choles-
terol, high blood pressure, and cancer were more likely to have
PGx prescriptions. Overall, Black patients were less likely than
White patients to receive prescriptions for PGx medications,
and, particularly, among those with chronic conditions, the
likelihood of exposure to PGx medications for underrepre-
sented racial/ethnic groups (Blacks, Hispanics, and Asians) was
comparatively lower than for Whites.

HOW MIGHT THIS CHANGE CLINICAL PHARMA-
COLOGY OR TRANSLATIONAL SCIENCE?

M Since most PGx information has historically been derived
from populations of European descent, this study showing
that US non-White populations less frequently receive pre-
scriptions for medications with available PGx guidance high-
lights a potential additional obstacle to underrepresented
groups deriving equal benefit from genomically-guided per-
sonalized medicine.
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a pharmacogenomics program based on reactive testing initiated by a prescription, a small underrepresentation of
the Black population could be expected because of an underlying prescription disparity. Secondly, if implementing a
pharmacogenomics program based on targeted preemptive testing, using clinical indication/comorbidity may be a
reasonable way to enrich the population for prescriptions that would benefit from genotype tailoring.

Prescription medications play a large role in US healthcare and the
management of health conditions. As chronic health conditions
have been steadily increasing in the United States and globally,
these medications are not only vital to day-to-day disease con-
trol but also may prevent or slow discase progression.1 Almost
half (48.6%) of Americans used at least one prescription drug in
the past month, and about 1 of every 4 Americans used three or
more prescription drugs in the past month.” Significant patient
harm can result from preventable adverse drug events (ADEs).>”
Potentially inappropriate prescribingé‘7 and medication use are
associated with worse health outcomes (e.g., hospitalizations and
emergency department visits) and drug interactions.

Pharmacogenomics (PGx) offers the promise of helping provid-
ers deliver personalized medication treatments based on how an
individual’s genes influence drug response. By optimizing medica-
tion therapy (c.g., medication selection and/or dose adjustment),
pharmacogenomics may help avoid adverse events or improve drug
efficacy. Large prospective randomized studies have now suggested
measurable benefits associated with PGx-informed prescribing.8
Medications with well-defined pharmacogenomic associations now
have actionable prescribing recommendations’, and such medications
are actually overrepresented among highly prescribed medications in
the United States.'® In fact, about 30 of the most commonly pre-
scribed drugs with potential for pharmacogenetic clinical action ac-
count for over 15% of all prescriptions.11 Furthermore, approximately
90-95% of individuals have an actionable genotype for at least one
gene associated with drug response.12

However, the utility of PGx in directing healthcare delivery to
diverse patient groups where individuals descend from a wide vari-
ety of ancestral backgrounds is uncertain. The majority of pharma-
cogenomic discovery studies have been conducted in populations
of primarily European descent, and evidence has shown that not all
PGx implementation strategies are clinically generalizable across
patient populations.'>'* This potential bias of traditionally using
mostly European-descent population data in pharmacogenomic
discovery research has resulted in implementation challenges, in-
cluding the fact that important non-European ancestrally-restricted
or ancestrally-enriched variants from underrepresented groups are
cither not yet identified or not included in clinical implementation
testing panels, thereby limiting the clinical applicability of some
first-generation clinical “PGx tests” for diverse populations.13 15-20
Use of preemptive pharmacogenomics is not currently considered
a standard of care for guiding most prescriptions and for most pre-
scribing settings. Concerns also exist that the inequitable diffusion of

pharmacogenomic technologies has preferentially benefited certain
populations at the expense of others.*! Due to wide variation and
inconsistency in the use of pharmacogenomics within clinical care
and the lack of diversity in pharmacogenomic clinical trials across
the country, nationally representative evaluations have remained
challenging.

In this study, we sought to identify the incidence of prescriptions
for medications with evidence-based pharmacogenomic associations
in a diverse, nationwide patient population. We also set out to address
three specific research questions: (i) at the national level, what charac-
teristics are descriptive of exposure to prescription medications with
evidence-based pharmacogenomic associations? (ii) since some com-
monly prescribed medications to treat chronic health conditions have
pharmacogenomic associations, are specific health conditions (e.g.,
cancer) associated with increased likelihood of pharmacogenomic
medication exposure?; and (ii) is there differential exposure to PGx
medications across populations (e.g., Black vs. White)? We acknowl-
edge that potential differences in the prescribing rates of PGx medi-
cations within self-reported racial/ethnic groups may not consistently
represent disparities, but rather, depending on the context and specific
medication could represent appropriate prescribing. Nevertheless, we
intended this analysis as a starting point for examining potential dis-
parities in the application of prescription optimization that might be
offered by pharmacogenomic information.

METHODS

Data and study population

We evaluated consolidated data from the nationally-representative
Medical Expenditure Panel Survey (MEPS)** between 2014 and 2021.
MEPS is a publicly available dataset that includes information on US
healthcare use (including office-based and hospital services, prescription
drugs, and other healthcare services) and costs. Unique to the MEPS
data is that patients in sampled houscholds are asked to sign authori-
zation forms permitting the data collection contractor to contact their
healthcare providers and pharmacies to request both medical records
and billing data.”® Therefore, MEPS data provide clinical validation of
patient-reported healthcare utilization and expenditures. This study pe-
riod from 2014 to 2021 reflects the years MEPS has been administered
following the completion of a major shift in national genetic testing re-
imbursement policy by the end of 2013.%* For cach year, we identified US
adults (age 18 years or older) who reported having at least one prescrip-
tion medication. Then, we compiled a complete dataset of all prescrip-
tion medications reported by each survey respondent during the study
period. Our final dataset consisted of pooled cross-sectional survey re-
sults collected annually over the study period (2014-2021). This dataset
was not longitudinal, and it did not follow individual survey respondents
over time.
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Prescription medications with pharmacogenomic
associations

Prescription medications were separated into two groups: (i) medications
with known, evidence-based pharmacogenomic associations (PGx med-
ications) and (ii) medications without pharmacogenomic associations.
“PGx medications” were defined as those listed by the US Food and
Drug Administration (FDA) Table of Pharmacogenetic Associations™
or those identified by the Clinical Pharmacogenctics Implementation
Consortium (CPIC) with an evidence level A/B as having well-
supported gene-drug associations.”® The FDA includes pharmacogenetic
associations with data: (i) supporting therapeutic management recom-
mendations, (i) indicating a potential impact on safety/response, and
(iii) demonstrating impact on the way a drugis metabolized.” Since pro-
viders take into account different sources and strengths of evidence and
determine prescribing decisions based on their judgment about which
treatments are appropriate for individual patients, we were inclusive of all
of the FDA’s cited pharmacogenomic associations with potential impact.
We combined medications with pharmacogenomic associations from ei-
ther of these sources into one composite list of potentially “actionable”
PGx medications. We consolidated our final list of PGx medications in
June 2022 (Table S1).

Chronic health conditions

The chronic health conditions included in our analysis were defined by
the Agency for Healthcare Research and Quality (AHRQ) who admin-
isters and publishes the MEPS data. AHRQ prioritizes this select group
of chronic health conditions™” that include top drivers of morbidity and
mortality in the United States: cancer, diabetes, high cholesterol, high
blood pressure (or hypertension), cardiovascular conditions (e.g., coro-
nary heart disease), and respiratory conditions (e.g., emphysema). We
also generated a numerical count variable representing the number of
these chronic health conditions reported at the person level.

Descriptive and statistical analyses

Descriptive analyses were performed to characterize the total study pop-
ulation of MEPS respondents (pooled from 2014 to 2021), persons with
pharmacogenomic medication exposure, and individuals without phar-
macogenomic exposure. To produce nationally representative estimates,
annual population weights were incorporated to derive the percentages
indicated for each group.

Poisson regression models were constructed to examine the likelihood
of pharmacogenomic medication exposure using the number of PGx med-
ication prescriptions as the primary outcome. Other variables used for
analysis included the following: race/ethnicity, age, sex, region, income,
educational attainment, health insurance, number of chronic conditions,
and number of unique drugs prescribed in a year. For all statistical analy-
ses, the modeling coefficients were expressed as incidence rate ratios un-
adjusted and adjusted for all other relevant covariates (c.g., age), and 95%
confidence intervals were calculated. All analyses were conducted using
Stata 15.1.

Ethics statement

This study was reviewed by The University of Chicago Institutional
Review Board and was determined to be exempt as it relied on publicly
available data.

RESULTS

Demographics

Our final dataset (2014-2021) included 119,722 unweighted
MEDPS survey respondents that had at least one prescription medi-
cation, the majority of which had experienced exposure to medica-
tions with pharmacogenomic (PGx) associations (61%). The study
population with at least one PGx prescription was majority White
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(72%), had a median age of 60years (range: 18-85), majority fe-
male (56%), and over half (53%) had an educational attainment
of a high-school degree or less (Table 1). The overwhelming ma-
jority (97%) of respondents with PGx medication exposure had
health insurance coverage. This health insurance was either public
(32%) or private (65%) health insurance coverage. In unadjusted
analyses, we found that adults with any type of health insurance
coverage [IRR=1.70, 95% CI 1.57, 1.83] but especially those
with coverage through public health insurance programs (e.g.,
Medicaid and Medicare) [IRR=2.36, 95% CI 2.19, 2.55] were
more likely to have prescriptions for PGx medications. Following
adjustment for patient demographics (e.g,, race/ethnicity) of the
uninsured, publicly insured, and privately insured populations,
these observed differences by insurance status were no longer sta-
tistically significant.

Polypharmacy increases PGx information relevance
Additionally, the population exposed to PGx medications had
multiple comorbidities with a median of two health conditions
(range: 0-14) and polypharmacy with a median number of 5 pre-
scription medications (range: 0-14). Not surprisingly, we found a
direct relationship between the increased likelihood of exposure
to PGx medications and the number of health conditions and
unique prescriptions (Table 2). Compared to those with no health
conditions, individuals with more than one health condition were
at minimum 42% more likely to be exposed to PGx medications [0
vs. 2-3 health conditions, alRR =1.42, 95% CI 1.37, 1.47]. Even
after adjustment, the likelihood of exposure to PGx medications
more than doubled for individuals with multiple medication pre-
scriptions compared to those with only one prescription medica-
tion (Table 2). Compared to the population under 65 years of age,
older adults (65 years and older) were more likely to be exposed
to PGx medications (Table 2). Though the majority of the study
population was female, adjusted analyses showed women were less
likely to have prescriptions for PGx medications [aIRR=0.89,
95% CI10.88, 0.91].

Specific chronic conditions are more likely to confer PGx
medication likelihood

Among patients with chronic conditions, the majority reported
prescriptions for pharmacogenomic medications: 83% with diabe-
tes, 72% with high cholesterol, 69% with cancer, 68% with high
blood pressure, 64% with a cardiovascular condition, and 52%
with a respiratory condition (Table 3). Specific health conditions
increased the likelihood of PGx medication exposure (Table 4).
Individuals with a cardiovascular condition [aIRR=1.45, 95%
CI 1.41, 1.48], high cholesterol [aIRR = 1.37, 95% CI 1.35, 1.40],
high blood pressure [aIRR = 1.14, 95% CI 1.12, 1.16], and cancer
[aIRR =1.02, 95% CI 1.00, 1.04] were more likely to have PGx
prescriptions.

Differential likelihood of PGx-associated prescriptions by
race/ethnicity

We also observed differential exposure to PGx medications across
underrepresented racial/ethnic groups. Notably, Blacks were less
likely than Whites to receive prescriptions for PGx medications
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Table 1 Patient characteristics, MEPS 2014-2021 (weighted)

At least one prescription event

Total survey At least one At least one PGx

respondents prescription prescription No PGx prescriptions

(unweighted) N= 189,685 119,722 75,186 44,536
Variable % % % %
Race/ethnicity

White (Non-Hispanic) 63 69 72 66

Black (Non-Hispanic) 12 11 10 11

Hispanic 16 12 11 14

Asian (Non-Hispanic) 6 5 4 6
Age

Median (Range) 48 (18, 85) 55 (18, 85) 60 (18, 85) 44 (18, 85)

Under 65 79 71 61 86

65-74 12 17 22 9

75-84 6 9 13

85+ 5 2
Female 52 57 56 60
Highest degree earned

No degree 11 10 10 10

HS degree 42 42 43 39

College degree 19 19 17 22

Graduate degree 11 12 12 13
Income status

Poor (<100% FPL) 11 11 12

Near poor (100% to <125% FPL) 4 4 4 3

Low income (125% to <200% FPL) 12 12 13 11

Middle Income (200% to <400% FPL) 28 28 27 28

High Income (>400% FPL) 44 46 44 49
Region

Northeast 17 17 17 17

Midwest 21 22 23 21

South 37 38 38 37

West 23 22 21 23
Full year insurance

Uninsured 8 4 3 6

Public 23 27 32 18

Private 69 69 65 76
Number of chronic health conditions

Median (Range) 1(0, 14) 2 (0, 14) 2 (0, 14) 1(0, 11)

None 40 25 14 42

1 22 22 18 30

2-3 24 32 38 23

4-5 10 14 21 4

6+ 4 6 9 1
Number of unique prescriptions

Median (Range) 1 (0, 47) 4 (1, 47) 5 (1, 47) 2(1,19)

None 35 — — —

(Continued)

1796 VOLUME 117 NUMBER 6 | June 2025 | www.cpt-journal.com

85U0 1 SUOWIWIOD A0 3jqedl|dde 3y} Aq peusnob ae sappiie YO ‘88N J0 S9N oy ArIq1T BUIIUO AB]IAN UO (SUORIPUOD-PUe-SWULIBY /W00 A8 |IMAReaq 1 juUo//:SARY) SUORIPUOD Pue SLLB | 8U3 385 *[S202/S0/6T] Uo Ariqiauliuo &M ‘(ouleAnqe) aqnopesy Aq LT9€1d0/200T 0T/10p/L00 A3 imAelq 1 puljuo-idose//:sdiy woj papeojumod ‘9 ‘S0z ‘SESIZEST



ARTICLE

Table 1 (Continued)

Total survey

At least one prescription event

At least one

At least one PGx

respondents prescription prescription No PGx prescriptions
1 14 22 7 44
2-3 19 29 23 38
4-5 12 18 23 12
6-7 8 12 17 4
8-9 5 7 11 1
10+ 8 12 19 1

All percentage values reflect nationally representative population-based weights. Totals may not sum to 100 due to rounding and unknown/missing values not
being shown. Number of Health Conditions—AHRQ defined chronic health conditions in MEPS. Number of unique prescription medications of any type. For race/
ethnicity, Other (non-Hispanic) not displayed as comprised less than 4% of the study population.

overall [aIRR=10.92, 95% C1 0.90, 0.94] (Table 2). Additionally,
among those with a chronic health condition, the likelihood of
exposure to PGx medications for underrepresented racial/ethnic
groups (Blacks, Hispanics, and Asians) was comparatively lower
than for Whites (Figure 1). Significant differences in predicted
PGx medication exposure between Blacks and Whites were ob-
served for multiple chronic health conditions. Compared to
White patients with the same chronic conditions, Black patients
experienced a decrease in the likelihood of having prescriptions
for PGx medications of about 38% when they reported having a
diagnosis of diabetes, 30% with a diagnosis of high blood pres-
sure, and 22% with a diagnosis of a cardiovascular condition
(Figure 1).

Addressing potential confounders

Confounders such as access to care and severity of disease may
introduce challenges to interpreting rates of PGx medication pre-
scribing across racial/ethnic populations. Therefore, our analysis
next incorporated measures to address these potential confound-
ers. First, we analyzed for all study patients the total number of
recorded chronic conditions, as a measure of overall health fitness/
severity (these were conditions recorded at medical visits, mean-
ing these were chronic conditions known to a treating provider).
There was no difference in the number of chronic conditions be-
tween self-reported Whites and Blacks (Table S2). Second, prior
research has suggested that rates of overall prescription drug use
reflect underlying patterns of healthcare access and disease treat-
ment.”® To this end, we evaluated the number of overall prescrip-
tion medications for all patients in our study by race/ethnicity and
found that Whites and Blacks were prescribed identical median
numbers of unique medication prescriptions, with almost identi-
cal patterns of polypharmacy (Table $2). Similar trends were ob-
served between Whites and Hispanics (Table S2). This suggests
that the patients in our study were receiving similar frequencies of
prescriptions to treat an identical number of chronic conditions,
lessening the possibility that significant differences in chronic dis-
case undertreatment existed by race/ethnicity. Finally, while cost
considerations for prescriptions could not be directly compared
using the available data, our final study population was one with
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high rates of health insurance coverage (97% of individuals had
health insurance), and almost all PGx medications in the analysis
set are available in generic forms (Table S1), facts that likely miti-
gate significant influences of prescription drug cost as explaining
the race/ethnicity findings in the dataset. We appropriately cau-
tion that extensions of these findings to uninsured populations
should not be made.

DISCUSSION
The current study assessed the prescribing patterns for pharma-
cogenomic medications within a diverse US adult population
derived from the nationally representative Medical Expenditure
Panel Survey dataset. To our knowledge, this analysis is the first
nationally representative study evaluating PGx medication expo-
sure following expansions in reimbursement and health insurance
coverage policy for genetic testing. Our results show that individu-
als with chronic conditions, including a cardiovascular condition,
high cholesterol, high blood pressure, and cancer were more likely
to have PGx prescriptions. However, Black patients were less likely
than White patients to receive prescriptions for PGx medications
overall, and, particularly, among those with chronic conditions,
the likelihood of exposure to PGx medications for underrepre-
sented racial/ethnic groups (Blacks, Hispanics, and Asians) was
comparatively lower than for Whites. While we acknowledge that
fewer PGx medication prescriptions to some underrepresented
groups may not actually reflect a disparity (i.c., depending on the
context and specific medications, these differences may represent
appropriate prescribing), we view these findings as representing a
potential missed opportunity for the prescription optimization
that pharmacogenomic information offers. When combined
with the fact that most PGx information has historically been
derived from European-descent populations, these findings that
US non-White populations less frequently receive prescriptions
for medications with available PGx guidance underscores a pos-
sible additional obstacle to underrepresented groups being able
to derive equal benefit from genomically-guided personalized
medicine.

We found that individuals with chronic conditions were more
likely to have PGx prescription medications. Finding a direct
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Table 2 Characteristics that predict exposure to PGx medications, 2014-2021

Unadjusted Adjusted

Independent variables IRR P-value 95% ClI alRR P-value 95% CI
Race/ethnicity

White (Non-Hispanic) — — — — — —

Black (Non-Hispanic) 0.91 <0.001 (0.88, 0.95) 0.92 <0.001 (0.90, 0.94)

Hispanic 0.78 <0.001 (0.75, 0.81) 0.99 0.353 (0.97, 1.01)

Asian (Non-Hispanic) 0.70 <0.001 (0.66, 0.75) 1.00 0.812 (0.96, 1.03)
Age

Under 65 — — — — — —

65-74 1.98 <0.001 (1.93, 2.04) 1.10 <0.001 (1.08, 1.12)

75-84 2.31 <0.001 (2.24, 2.37) 1.12 <0.001 (1.10, 1.15)

85+ 2.30 <0.001 (2.20, 2.40) 1.11 <0.001 (1.07, 1.14)
Sex

Male — — — — — —

Female 0.92 <0.001 (0.90, 0.94) 0.89 <0.001 (0.88, 0.91)
Highest degree earned

No degree — — — — — —

HS diploma 0.93 <0.001 (0.90, 0.97) 1.00 0.996 (0.98, 1.02)

College degree 0.71 <0.001 (0.68, 0.74) 0.95 0.001 (0.93, 0.98)

Graduate degree 0.77 <0.001 (0.73, 0.81) 0.95 <0.001 (0.92, 0.97)
Income status

Poor (<100% FPL) — — — — — —

Near poor (100% to <125% FPL) 1.05 0.021 (1.01, 1.10) 0.98 0.226 (0.96, 1.01)

Low income (125% to <200% FPL) 0.97 0.116 (0.94, 1.01) 0.99 0.458 (0.97, 1.01)

Middle income (200% to <400% FPL) 0.82 <0.001 (0.79, 0.85) 0.98 0.060 (0.96, 1.00)

High income (>400% FPL) 0.73 <0.001 (0.71, 0.76) 0.97 0.006 (0.95, 0.99)
Region

Northeast — — — — — —

Midwest 1.06 0.010 (1.01, 1.11) 1.01 0.399 (0.99, 1.04)

South 1.04 0.056 (1.00, 1.09) 0.99 0.309 (0.96, 1.01)

West 0.90 <0.001 (0.86, 0.94) 0.96 0.003 (0.94, 0.99)
Full-year insurance

Uninsured — — — — — —

Public only 2.36 <0.001 (2.19, 2.55) 1.04 0.136 (0.99, 1.09)

Any private 1.44 <0.001 (1.34, 1.56) 0.99 0.811 (0.95, 1.04)
Number of health conditions

None — — — — — —

1 1.61 <0.001 (1.54, 1.68) 1.19 <0.001 (1.15, 1.24)

2t03 3.04 <0.001 (2.94, 3.15) 1.42 <0.001 (1.38, 1.47)

4t05 5.18 <0.001 (5.00, 5.37) 1.61 <0.001 (1.55, 1.66)

6+ 7.02 <0.001 (6.75, 7.29) 1.75 <0.001 (1.69, 1.82)
Number of unique prescriptions

1 — J— — J— J— J—

2t03 2.96 <0.001 (2.84, 3.07) 2.71 <0.001 (2.61, 2.82)

4t05 5.90 <0.001 (5.67, 6.14) 4.89 <0.001 (4.69, 5.10)

6to7 8.84 <0.001 (8.50, 9.21) 6.80 <0.001 (6.52, 7.10)

8t09 11.52 <0.001 (11.06, 12.00) 8.39 <0.001 (8.03, 8.76)

(Continued)
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Table 2 (Continued)
Unadjusted Adjusted
Independent variables IRR P-value 95% ClI alRR P-value 95% CI
10+ 16.71 <0.001 (16.07, 17.37) 11.50 <0.001 (11.02, 11.99)

Adjusted and unadjusted odd ratios come from Poisson regression model used to predict PGx medication exposure. We adjust over the following covariates: race,
age, sex, geography, income, education, insurance, number of chronic medical conditions, and the number of unique medications prescribed in a year.

Table 3 Exposure to PGx medications among adults with chronic conditions, MEPS 2014-2021 (weighted)

Chronic condition

Total survey Cardiovascular Respiratory High blood High
respondents Cancer® condition® condition® Diabetes pressure cholesterol
(unweighted) N= 189,685 19,652 91,328 24,934 15,595 65,389 58,427
% % % % % % %
At least one prescription event 65 89 85 81 97 89 88
At least one PGx prescription 40 69 64 52 83 68 72
No PGx prescriptions 60 31 36 48 16 32 28

At least one reported of any type of cancer. PAt least one cardiovascular condition including coronary heart disease, angina, heart attack, stroke, hypertension,
high cholesterol, and other heart disease. At least one respiratory condition included emphysema and asthma. Percentages reflect rounding.

Table 4 Chronic health conditions that predict exposure to PGx medications, 2014-2021

Unadjusted Adjusted

Chronic health condition IRR P-value 95% CI alRR P-value 95% Cl
None — — — — — —
Cancer® 1.61 <0.001 (1.56, 1.65) 1.02 0.013 (1.00, 1.04)
Cardiovascular condition® 3.05 <0.001 (2.98, 3.13) 1.45 <0.001 (1.41, 1.48)
Respiratory condition® 1.22 <0.001 (1.19, 1.27) 0.89 <0.001 (0.87, 0.90)
Diabetes 2.11 <0.001 (2.05, 2.16) 1.00 0.618 (0.99, 1.02)
High blood pressure 2.29 <0.001 (2.24, 2.34) 1.14 <0.001 (1.12,1.16)
High cholesterol 2.50 <0.001 (2.45, 2.56) 1.37 <0.001 (1.35, 1.40)

At least one reported of any type of cancer. °At least one cardiovascular condition including coronary heart disease, angina, heart attack, stroke, hypertension,
high cholesterol, and other heart disease. °At least one respiratory condition included emphysema and asthma. Results of Poisson regression models of PGx
medication exposure. Adjusted analyses include: race/ethnicity, age, sex, region, income level, educational attainment, insurance coverage, and number of

unique prescription medications.

relationship between the increased likelihood of exposure to PGx
medications and the number of health conditions was expected,
especially given the increased role of medication management for
patients with chronic illness.! Yet we additionally found there was
differential PGx exposure across specific chronic condition groups.
While descriptive analysis of chronic condition rate ratios reflects
instances (e.g., high cholesterol) that are indications for the mea-
surements and other instances (e.g., high blood pressure) that are
correlated with indications for medications on the PGx list, overall
we observed that PGx medication therapy across chronic condi-
tions was not uniform. While the findings are descriptive in na-
ture and thus have a limitation of not being true predictive models,
nevertheless, given the observed variation in the frequency of PGx
medication exposure, patients with certain chronic conditions may
derive greater benefit from targeted pharmacogenomic-guided
prescribing. Future research is needed to determine the under-
lying factors contributing to this inconsistent diffusion of PGx

CLINICAL PHARMACOLOGY & THERAPEUTICS | VOLUME 117 NUMBER 6 | June 2025

medications. Other papers describe PGx prevalence in various
populations, such as those diagnosed with a single chronic condi-
tion like cancer® or those reflecting diversity in genetic ancestry.”
Our analysis builds upon this prior research in further emphasizing
the importance of performing pharmacogenomic studies in popu-
lations reflective of our global diversity.

The dearth of evidence on the impact pharmacogenomics may
have on health disparities®® provides additional value to our study
which illuminates differential PGx medication exposure across de-
mographic populations. Health disparities are costly for patients
left behind who may experience ADEs or suboptimal treatment,
incur high medical costs, and experience premature death.”” There
are also societal costs due to health inequities for the overall health
system via excess medical care expenditures as well as from eco-
nomic losses due to premature deaths each year.>*® Whether the
observed prescribing patterns reflect appropriate clinical care or
provide evidence of health disparities in genomic medicine will
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Figure 1 Relative predicted PGx medication exposure for underrepresented racial/ethnic populations with chronic health conditions compared
to Whites, 2014-2021. White study participants represent the reference group for comparison. Percentages represent the absolute difference
in the relative risk between underrepresented study groups and the White reference group. Negative % values indicate the magnitude of the
decrease in the likelihood of prescriptions for PGx medications compared to Whites.

have meaningful implications for the clinical utility of pharmacog-
enomics in a diverse patient population.

Even after adjusting for the overall number of unique medi-
cation prescriptions, we found that Blacks were less likely than
Whites to receive prescriptions for PGx medications. Moreover,
chronic health conditions disproportionately impact populations
of underrepresented racial/ethnic groups.39 In this analysis of the
chronically ill population, among patients with the same chronic
health condition, Blacks were consistently less likely than Whites
to have prescriptions with pharmacogenomic associations. In fact,
we observed a reduced likelihood of PGx medication exposure
when comparing racial/ethnic populations underrepresented in
pharmacogenomic studies (Blacks, Hispanics, and Asians) with
Whites for multiple chronic health conditions. Prior research
has indicated that medically underserved populations with geo-
graphic barriers to healthcare access may particularly benefit from
pharmacogenomically-guided medication therapy./”0 While we did
not observe variation in PGx medication exposure due to geogra-
phy, additional studies of how geographic and area-level social risk
factors®! may influence genomic medicine are critical to ensuring
the equitable implementation of pharmacogenomics across clinical
care settings.

This study’s results indicating the significance of patient popula-
tion characteristics across insurance types to PGx medication expo-
sure aligns with earlier work demonstrating that non-elderly adults
enrolled in Medicaid, a public health insurance program serving
those with lower incomes, had the highest incidence of PGx drug
use.”? Public insurance programs serving vulnerable populations

1800

(e.g., lower income and older adults) have been at the forefront of
establishing reimbursement mechanisms for pharmacogenomic
testing.24’43‘44 This may have meaningful implications for the ben-
eficiaries of these programs with complex health needs in terms of
facilitating access to pharmacogenomic-guided prescribing. Future
research should investigate the role of safety-net public health
insurance programs in promoting the uptake of PGx-guided pre-
scribing in genomic medicine.

No study is without limitations. Though the MEPS data
allowed for the evaluation of patient-reported and validated
medication prescriptions, we were unable to confirm actual med-
ication adherence once prescriptions were filled. Drug dosage
information is not contained within the MEPS dataset, mean-
ing that for a few medications where dose may affect whether
PGx recommendations exist (e.g., when amitriptyline is used for
sleep vs depression treatment), this nuance was not considered.
Additionally, the MEPS data do not indicate whether a given
prescription is new, or incident, as opposed to a “renewal” of an
already-chronic medication; this could have implications for
the potential utility/applicability of some medication-level PGx
information. Finally, receipt of pharmacogenomic testing is not
included in the MEPS survey, so we are unable to associate PGx
medication exposure with confirmed pharmacogenomic testing.
Separately, the lower likelihood of PGx medication exposure
for certain patient populations must be placed into context by
considering potential confounders like access to care, severity of
disease (e.g., comorbidities), and out-of-pocket costs. As driv-
ers of both general healthcare disparities as well as PGx-specific
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disparities, these confounding factors or those possibly unmea-
sured might rather indicate potential undertreatment of chronic
disease. Our analysis of potential confounding across racial/eth-
nic populations did not find evidence that access to prescription
medications or comorbidities biased our results on PGx medica-
tion exposure. While uninsured individuals likely face increased
difficulty affording prescription drugs,45 our study population
had high rates of health insurance coverage with 97% of individ-
uals having health insurance to assist in mitigating the costs of
prescription drugs. However, this does limit the generalizability
of our findings for uninsured populations. Finally, we adopted
liberal inclusion criteria for FDA and CPIC-published PGx as-
sociations to provide an assessment at the national level of differ-
ential exposure rates that future sub-group analyses of drug-gene
pairs can further delineate. Our more liberal PGx inclusion cri-
teria may not mean that a prescribing difference is warranted for
cach PGx prescription difference, but we utilized this broader
definition as a starting point to highlight the potential for
disparities in suboptimal prescribing based on the totality of
pharmacokinetic, toxicity, and/or clinical outcomes differences
for patients. Evidence of differential exposure to genomically-
informed medications is a critical first step in distinguishing the
underlying potential drivers of disparities, determining patient
populations most likely to benefit from PGx testing, and ulti-
mately closing the gap of knowledge on the impact pharmacog-
enomics may have on health disparities.31

This study reveals that medications with pharmacogenomic
associations and currently available clinical guidelines are being
prescribed at different rates. The rapid rate of technological ad-
vancement in genomics and the development of genomic data-
bases including greater ancestral diversity, will likely uncover new
genetic variants to inform medication therapy. Alongside these
innovations, it will be important to monitor prescribing patterns
for medications with pharmacogenomic associations as well as to
initiate studies on the clinical utility of pharmacogenomics across
diverse patient populations.

SUPPORTING INFORMATION
Supplementary information accompanies this paper on the Clinical
Pharmacology & Therapeutics website (www.cpt-journal.com).

ACKNOWLEDGMENTS

The authors acknowledge Dr. Sarah Gollust for her guidance and
input in the development of this work along with her mentorship as
an advisor on the KO8 Career Development Award which funded this
project.

FUNDING
NIH/NHGRI KO8 HG011505 (L.S.).

CONFLICT OF INTEREST

The authors declared no competing interests for this work. As an
Associate Editor for Clinical Pharmacology & Therapeutics, Peter
O’Donnell was not involved in the review or decision process for this
paper.

AUTHOR CONTRIBUTIONS

L.S., J.J., R.D.G., M.E.D., 0.1.0., and P.H.O. wrote the manuscript; L.S.
and P.H.O. designed the research; L.S. and J.J. performed the research.
L.S. and J.J. analyzed the data.

CLINICAL PHARMACOLOGY & THERAPEUTICS | VOLUME 117 NUMBER 6 | June 2025

© 2025 The Author(s). Clinical Pharmacology & Therapeutics published
by Wiley Periodicals LLC on behalf of American Society for Clinical
Pharmacology and Therapeutics.

This is an open access article under the terms of the Creative Commons
Attribution-NonCommercial License, which permits use, distribution and
reproduction in any medium, provided the original work is properly cited

and is not used for commercial purposes.

1. Morden, N.E., Zhou, W., Obermeyer, Z. & Skinner, J. Receipt of
medications for chronic disease during the first 2years of the
COVID-19 pandemic among enrollees in fee-for-service Medicare.
JAMA Netw. Open 6, €2313919 (2023).

2. Centers for Disease Control and Prevention (CDC). Therapeutic
drug use. <https://www.cdc.gov/nchs/fastats/drug-use-thera
peutic.htm>. Accessed January 8, 2025.

3. U.S. Department of Health and Human Services, Office of
Disease Prevention and Health Promotion. National Action Plan
for adverse drug event prevention (2014). Washington, DC:
Author. <https://psnet.ahrg.gov/issue/national-action-plan-adver
se-drug-event-prevention>. Accessed January 8, 2025.

4. Saedder, E.A., Brock, B., Nielsen, L.P., Bonnerup, D.K. & Lisby,
M. Identifying high-risk medication: a systematic literature review.
Eur. J. Clin. Pharmacol. 70, 637-645 (2014).

5. Harris, Y., Hu, D.J., Lee, C., Mistry, M., York, A. & Johnson, T.K.
Advancing medication safety: establishing a National Action Plan
for adverse drug event prevention. Jt. Comm. J. Qual. Patient Saf.
41, 351-360 (2015).

6. Black, C.D., Thavorn, K., Coyle, D. & Bjerre, L.M. The health
system costs of potentially inappropriate prescribing: a
population-based, retrospective cohort study using linked health
administrative databases in Ontario, Canada. Pharmacoecon.
Open. 4, 27-36 (2020).

7. Schiavo, G., Forgerini, M., Lucchetta, R.C., Silva, G.0. &
Mastroianni, P.D.C. Cost of adverse drug events related to
potentially inappropriate medication use: a systematic review. J.
Am. Pharm. Assoc. 62, 1463-1476 (2022).

8. Swen, J.J. et al. A 12-gene pharmacogenetic panel to prevent
adverse drug reactions: an open-label, multicentre, controlled,
cluster-randomised crossover implementation study. Lancet 401,
347-356 (2023).

9. Clinical Pharmacogenetics Implementation Consortium (CPIC).
Guidelines. <https://cpicpgx.org/guidelines/>. Accessed January
8, 2025.

10. Relling, M.V. & Evans, W.E. Pharmacogenomics in the clinic.
Nature 526, 343-350 (2015).

11. Lin, B. & Chung, W.K. Cases in precision medicine: the role of
pharmacogenetics in precision prescribing. Ann. Intern. Med. 170,
796-804 (2019).

12. Haidar, C.E., Crews, K.R., Hoffman, J.M., Relling, M.V. &

Caudle, K.E. Advancing pharmacogenomics from single-gene
to preemptive testing. Annu. Rev. Genomics Hum. Genet. 23,
449-473 (2022).

13. Popejoy, A.B. & Fullerton, S.M. Genomics is failing on diversity.
Nature 538, 161-164 (2016).

14. Bustamante, C.D., Burchard, E.G. & De la Vega, F.M. Genomics
for the world. Nature 475, 163-165 (2011).

15. Saulsberry, L. et al. Applicability of pharmacogenomically guided
medication treatment during hospitalization of at-risk minority
patients. J. Pers. Med. 11, 1343 (2021).

16. Shriver, S.P. et al. Overcoming barriers to discovery and
implementation of equitable pharmacogenomic testing in
oncology. J. Clin. Oncol. 42, 1181-1192 (2024).

17. Pirmohamed, M. et al. A randomized trial of genotype-guided
dosing of warfarin. N. Engl. J. Med. 369, 2294-2303 (2013).

18. Kimmel, S.E. et al. A pharmacogenetic versus a clinical
algorithm for warfarin dosing. N. Engl. J. Med. 369, 2283-2293
(2013).

19. Karamperis, K. et al. Genetic ancestry in population
pharmacogenomics unravels distinct geographical patterns
related to drug toxicity. iScience. 27, 110916 (2024).

1801

85UB017 SUOWILLOD BAIERID 3]qeotjdde ayy Aq peusenob afe Sapie VO ‘85N JO S8|nJ 10} AReiq18UljuQ AB]1M UO (SUOTHPUOD-PUe-SWBIALIY™A8 | ARe g1 puljuo//:SdnL) SUOTIPUOD pue SIS | 8U1 89S *[6202/S0/6T] uo AriqiTauliuo Ao|iMm ‘(-ouleAnge ) agnopesy Aq ZT9€"1d0/Z00T 0T/10p/w00 A8 1M Areiqijeutuoidosey/sdiy wouy pspeojumod ‘9 ‘SZ0Z ‘SES9ZEST


http://creativecommons.org/licenses/by-nc/4.0/
http://creativecommons.org/licenses/by-nc/4.0/
https://www.cdc.gov/nchs/fastats/drug-use-therapeutic.htm
https://www.cdc.gov/nchs/fastats/drug-use-therapeutic.htm
https://psnet.ahrq.gov/issue/national-action-plan-adverse-drug-event-prevention
https://psnet.ahrq.gov/issue/national-action-plan-adverse-drug-event-prevention
https://cpicpgx.org/guidelines/

ARTICLE

20.

21.

22.

23.

24,

25.

26.

27.

28.

29.

30.

31.

32.

Kennedy, A. et al. A call for increased inclusivity and global
representation in pharmacogenetic testing. NPJ Genom. Med. 9,
13 (2024).

Madden, E.B. et al. Advancing genomics to improve health equity.
Nat. Genet. 56, 752-757 (2024).

Agency for Healthcare Research and Quality (AHRQ). Medical
Expenditure Panel Survey (MEPS). <https://meps.ahrq.gov/
mepsweb/>. Accessed January 8, 2025.

Agency for Healthcare Research and Quality (AHRQ). Medical
Expenditure Panel Survey (MEPS). MEPS-MPC sample design and
data collection process. <https://meps.ahrq.gov/survey_comp/
mpc_data_collection.jsp>. Accessed January 8, 2025.

Lynch, J.A., Berse, B., Dotson, W.D., Khoury, M.J., Coomer, N. &
Kautter, J. Utilization of genetic tests: analysis of gene-specific
billing in Medicare claims data. Genet. Med. 19, 890-899 (2017).
U.S. Food and Drug Administration (FDA). Table of
pharmacogenetic associations. <https://www.fda.gov/medic
al-devices/precision-medicine/table-pharmacogenetic-assoc
iations>. Accessed January 8, 2025.

Clinical Pharmacogenetics Implementation Consortium (CPIC).
Genes-drugs. <https://cpicpgx.org/genes-drugs/>. Accessed
January 8, 2025.

Agency for Healthcare Research and Quality (AHRQ). Medical
Expenditure Panel Survey (MEPS). Priority conditions—general.
<https://meps.ahrq.gov/mepsweb/data_stats/MEPS_topics.
jsp?topicid=41Z-1#:~:text=MEPS%20collects%20information%
20about%20a,disease%2C%20high%20cholesterol%2C%20emp
hysema%2C>. Accessed January 8, 2025.

Hales, C.M., Servais, J., Martin, C.B. & Kohen, D. Prescription
drug use among adults aged 40-79 in the United States and
Canada. NCHS Data Brief 347, 1-8 (2019).

Offer, S.M., Fossum, C.C., Wegner, N.J., Stuflesser, A.J.,
Butterfield, G.L. & Diasio, R.B. Comparative functional analysis of
DPYD variants of potential clinical relevance to dihydropyrimidine
dehydrogenase activity. Cancer Res. 74, 2545-2554 (2014).
Haddad, A. et al. Frequency of pharmacogenomic variation

and medication exposures among all of us participants (2024;
Preprint. medRxiv2024.06.12.24304664. Published 2024 Jun
13.) https://doi.org/10.1101/2024.06.12.24304664.

Martin, A. et al. An assessment of the impact of
pharmacogenomics on health disparities: a systematic literature
review. Pharmacogenomics 18, 1541-1550 (2017).

Ndugga, N. & Artiga, S. Disparities in Health and Health Care:

5 Key Questions and Answers. Kaiser Family Foundation (KFF)
(2023). <https://www.kff.org/racial-equity-and-health-policy/
issue-brief/disparities-in-health-and-health-care-5-key-question-
and-answers/>. Accessed May 14, 2024.

1802

33.

34.

35.

36.

37.

38.

39.

40.

41.

43.

44,

45.

LaVeist, T.A., Gaskin, D. & Richard, P. Estimating the economic
burden of racial health inequalities in the United States. Int. J.
Health Serv. 41, 231-238 (2011).

LaVeist, T.A. et al. The economic burden of racial, ethnic, and
educational health inequities in the US. JAMA 329, 1682-1692
(2023).

Yerramilli, P., Chopra, M. & Rasanathan, K. The cost of inaction
on health equity and its social determinants. BMJ Glob. Health
9(Suppl 1), e012690 (2024).

Anderson, A.C. “The High Costs Of Ignoring Health Inequities,”
Health Affairs Forefront, May 3, 2023 (2023). <https://www.healt
haffairs.org/content/forefront/high-costs-ignoring-health-inequ
ities>. Accessed January 8, 2025.

Wadhera, R.K. & Dahabreh, I.J. The US health equity crisis—an
economic case for a moral imperative? JAMA 329, 1647-1649
(2023).

U.S. Department of Health and Human Services. National
Institutes of Health. National Institute on Minority Health and
Health Disparities. Economic Burden of health Disparities in the
U.S., 2018. <https://nimhd.nih.gov/about/publications/econo
mic-burden-health-disparities-US-2018.html#:~:text=National%
20Estimates,of%20the%20economy%20in%202018>. Accessed
January 8, 2025.

Ellis, K.R. et al. Chronic disease among African American
families: a systematic scoping review. Prev. Chronic Dis. 17,
E167 (2020).

Dalton, R., Brown, J.D. & Duarte, J.D. Patients with geographic
barriers to health care access are prescribed a higher proportion
of drugs with pharmacogenetic testing guidelines. Clin. Transl. Sci.
14, 1841-1852 (2021).

Saulsberry, L. et al. The social vulnerability metric (SVM) as a new
tool for public health. Health Serv. Res. 58, 873-881 (2023).

. Samwald, M. et al. Incidence of exposure of patients in the United

States to multiple drugs for which pharmacogenomic guidelines
are available. PLoS One 11, e0164972 (2016).

Centers for Medicare and Medicaid Services (CMS). MolDX:
Pharmacogenomics Testing. <https://www.cms.gov/medic
are-coverage-database/view/article.aspx?articleld=57384>.
Accessed January 8, 2025.

Empey, P.E., Pratt, V.M., Hoffman, J.M., Caudle, K.E. & Klein,
T.E. Expanding evidence leads to new pharmacogenomics payer
coverage. Genet. Med. 23, 830-832 (2021).

Sparks, G., Kirzinger, A., Montero, A., Valdes, I. & Hamel, L.
Public Opinion on Prescription Drugs and Their Prices. Kaiser
Family Foundation (KFF). <https://www.kff.org/health-costs/
poll-finding/public-opinion-on-prescription-drugs-and-their-
prices/> (2024).

VOLUME 117 NUMBER 6 | June 2025 | www.cpt-journal.com

85UB017 SUOWILLOD BAIERID 3]qeotjdde ayy Aq peusenob afe Sapie VO ‘85N JO S8|nJ 10} AReiq18UljuQ AB]1M UO (SUOTHPUOD-PUe-SWBIALIY™A8 | ARe g1 puljuo//:SdnL) SUOTIPUOD pue SIS | 8U1 89S *[6202/S0/6T] uo AriqiTauliuo Ao|iMm ‘(-ouleAnge ) agnopesy Aq ZT9€"1d0/Z00T 0T/10p/w00 A8 1M Areiqijeutuoidosey/sdiy wouy pspeojumod ‘9 ‘SZ0Z ‘SES9ZEST


https://meps.ahrq.gov/mepsweb/
https://meps.ahrq.gov/mepsweb/
https://meps.ahrq.gov/survey_comp/mpc_data_collection.jsp
https://meps.ahrq.gov/survey_comp/mpc_data_collection.jsp
https://www.fda.gov/medical-devices/precision-medicine/table-pharmacogenetic-associations
https://www.fda.gov/medical-devices/precision-medicine/table-pharmacogenetic-associations
https://www.fda.gov/medical-devices/precision-medicine/table-pharmacogenetic-associations
https://cpicpgx.org/genes-drugs/
https://meps.ahrq.gov/mepsweb/data_stats/MEPS_topics.jsp?topicid=41Z-1#:~:text=MEPS collects information about a,disease%2C high cholesterol%2C emphysema%2C
https://meps.ahrq.gov/mepsweb/data_stats/MEPS_topics.jsp?topicid=41Z-1#:~:text=MEPS collects information about a,disease%2C high cholesterol%2C emphysema%2C
https://meps.ahrq.gov/mepsweb/data_stats/MEPS_topics.jsp?topicid=41Z-1#:~:text=MEPS collects information about a,disease%2C high cholesterol%2C emphysema%2C
https://meps.ahrq.gov/mepsweb/data_stats/MEPS_topics.jsp?topicid=41Z-1#:~:text=MEPS collects information about a,disease%2C high cholesterol%2C emphysema%2C
https://doi.org/10.1101/2024.06.12.24304664
https://www.kff.org/racial-equity-and-health-policy/issue-brief/disparities-in-health-and-health-care-5-key-question-and-answers/
https://www.kff.org/racial-equity-and-health-policy/issue-brief/disparities-in-health-and-health-care-5-key-question-and-answers/
https://www.kff.org/racial-equity-and-health-policy/issue-brief/disparities-in-health-and-health-care-5-key-question-and-answers/
https://www.healthaffairs.org/content/forefront/high-costs-ignoring-health-inequities
https://www.healthaffairs.org/content/forefront/high-costs-ignoring-health-inequities
https://www.healthaffairs.org/content/forefront/high-costs-ignoring-health-inequities
https://nimhd.nih.gov/about/publications/economic-burden-health-disparities-US-2018.html#:~:text=National Estimates,of the economy in 2018
https://nimhd.nih.gov/about/publications/economic-burden-health-disparities-US-2018.html#:~:text=National Estimates,of the economy in 2018
https://nimhd.nih.gov/about/publications/economic-burden-health-disparities-US-2018.html#:~:text=National Estimates,of the economy in 2018
https://www.cms.gov/medicare-coverage-database/view/article.aspx?articleId=57384
https://www.cms.gov/medicare-coverage-database/view/article.aspx?articleId=57384
https://www.kff.org/health-costs/poll-finding/public-opinion-on-prescription-drugs-and-their-prices/
https://www.kff.org/health-costs/poll-finding/public-opinion-on-prescription-drugs-and-their-prices/
https://www.kff.org/health-costs/poll-finding/public-opinion-on-prescription-drugs-and-their-prices/

	A National Study Among Diverse US Populations of Exposure to Prescription Medications with Evidence-Based Pharmacogenomic Information
	METHODS
	Data and study population
	Prescription medications with pharmacogenomic associations
	Chronic health conditions
	Descriptive and statistical analyses
	Ethics statement

	RESULTS
	Demographics
	Polypharmacy increases PGx information relevance
	Specific chronic conditions are more likely to confer PGx medication likelihood
	Differential likelihood of PGx-associated prescriptions by race/ethnicity
	Addressing potential confounders

	DISCUSSION
	ACKNOWLEDGMENTS
	FUNDING
	CONFLICT OF INTEREST
	AUTHOR CONTRIBUTIONS


