
 

 Node node_tree 
node support 

(aLRT) 108 111 112 113 114 115 116 117 118 119 120 121 122 
ATP1A1 AncAmphibian 1236 2.33 Y Q A A T E E E P Q N D N 
ATP1A1 AncReptile 1401 7.5 Y Q A A T E E E P N N D N 
ATP1A1 AncMammal 1280 182.34 Y Q A A T E E E P Q N D N 

ATP1A2 AncAmphibian 838 282.12 Y Q A A M E D E P A N D N 

ATP1A2 AncReptile 
866* 

(paraphyletic) 0 Y Q A A M E D E P A N D N 
ATP1A2 AncMammal 895 171.48 Y Q A A M E D E P S N D N 

ATP1A3 AncAmphibian 1204 102.17 Y Q A G M E D D P A G D N 
ATP1A3 AncReptile 1163 21.31 Y Q A G T E D D P S N D N 
ATP1A3 AncMammal 1034 43.12 Y Q A G T E D D P S G D N 

                 

    PP 
ATP1A1 AncAmphibian 1236 2.33 1 1 1 1 1 1 1 1 1 0.587 1 1 1 
ATP1A1 AncReptile 1401 7.5 0.998 1 1 1 0.967 0.998 1 1 1 0.996 1 1 1 
ATP1A1 AncMammal 1280 182.34 1 1 1 1 1 1 1 1 1 1 1 1 1 

ATP1A2 AncAmphibian 838 282.12 1 1 1 1 1 1 1 1 1 0.979 1 1 1 

ATP1A2 AncReptile 
866* 

(paraphyletic) 0 1 1 1 1 1 1 1 1 1 0.979 1 1 1 
ATP1A2 AncMammal 895 171.48 1 1 1 1 1 1 1 1 1 0.999 1 1 1 

ATP1A3 AncAmphibian 1204 102.17 1 1 1 1 0.974 1 1 1 1 1 1 1 1 
ATP1A3 AncReptile 1163 21.31 1 1 1 1 1 1 1 0.956 1 1 0.935 1 1 
ATP1A3 AncMammal 1034 43.12 1 1 1 1 1 1 1 1 1 1 1 1 1 

 


