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samples (1025)

p.Valorate <.05



Survival probability

BRCA

All Amplifications
Single Data Signature

Strata == Group=NotSig =+= Group=Low =+= Group=High

1.00
0.75-
0.50 -
Log-rank
0.25-
p=0.012
0.00-
0 2000 4000 6000 8000
Time
p.Valorate <.05
Number at risk
Group=NotSig 51 6 0 0 0
Group=Low |- 192 21 5 1 0
Group=High - 782 84 12 3 0

explanatory beta HR L95 U95 p

Low -0.32 0.72 019 2.68 0.63
High 0.63 1.87 0.59 5.92 0.29

p.Valorate <.05

n= 1025, number of events =101
Score(logrank) test = 0.012
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Single Data Signature
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e (22— H u \H me H al
DUSP26 (8p12) ——

DEFB130|ENSG00000232948.1 (8p23.1) ——
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h 13/13), )
i/iggﬂt(filterin)g = 400 sampleS (1025) p.Valorate <.05



Survival probability

Single Data Signature

BRCA
All Deletions

Strata == Group=NotSig =+= Group=High

1.00-
0.751
0.50 1
Log-rank
0.251
p=0.15
0.001
0 2000 4000 6000 8000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 213 23 4 1 0
Group=High - 812 88 13 3 0

explanatory beta HR L95 U95 p

High 040 1.49 086 258 0.15

p.Valorate <.05

n= 1025, number of events =101
Score(logrank) test = 0.152
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Survival probability

1.00 -

0.75+

0.501

0.25

0.00

Group=NotSig
Group=Low

Group=High

All Amplifications & All Deletions
Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=Low =+= Group=High

BRCA

Log-rank

p=0.17
0 2000 4000 6000 8000

Time
p.Valorate <.05
Number at risk

33 5 0 0 0
146 14 3 3 0
876 92 14 3 0

p.Valorate <.05

explanatory beta HR L95 U95 p

Low -0.60 0.55 0.14 220 0.40
High 0.16 1.18 0.37 3.73 0.78

n= 1025, number of events =101
Score(logrank) test = 0.173
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Survival probability

BRCA
All Amplifications & All Deletions
combining signatures
== Group=NotSig-NotSig =+= Group=NotSig-High

Strata == Group=Low-NotSig == Group=Low-High
Group=High-NotSig == Group=High-High

1.00

0.75+

0.50+

0257 5=0.082

0.004

2000 4000 6000 8000
Time
p.Valorate <.05

Number at risk

Group=Low-High - 410
Group=High-High &84

Group=NotSig-NotSig i 33
Group=Low-NotSig | 82
Group=NotSig-High I 18

5 0 0 0
11 3 1 0
1 0 0 0
10 2 0 9)
7 11 3 0

explanatory beta HR L95 U95 p

Low-NotSig -0.83 043 0.10 1.95 0.28
High-NotSig 0.16 118 0.31 4.45 0.81
NotSig-High -15.95 0.00 0.00 Inf 0.99
Low-High -0.59 0.56 0.13 2.34 042
High-High 0.25 1.29 0.41 4.09 0.67

RiskGroup: Amp-Del, p.Valorate <.05

n= 1025, number of events =101

Score(logrank) test = 0.082
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Single Data Signature

shown (30/64),

without filtering = 747 samples (1 025) p.Valorate <.05
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2
0



Survival probability

1.00 -

0.75+

0.501

0.25

0.00

Group=NotSig
Group=Low

Group=High

Strata == Group=NotSig =+= Group=Low =+= Group=High

BRCA

Deep Amplifications
Single Data Signature

Log-rank

o < 0.0001
0 2000 4000 6000 8000
Time
p.Valorate <.05
Number at risk
510 50 9 2 0
175 29 T 2 0
340 32 1 0 0

explanatory beta HR L95 U95 p

Low -2.25 011 0.03 0.44 0.00
High 112 3.08 2.03 4.67 0.00

p.Valorate <.05

n= 1025, number of events =101
Score(logrank) test = p <.0001
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without filtering = 461
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p.Valorate <.05
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Survival probability

Strata == Group=NotSig =+= Group=Low =+= Group=High

Single Data Signature

BRCA
Deep Deletions

1.00-
0.751
0.50 1
Log-rank
0.251
p < 0.0001
0.001
0 2000 4000 6000 8000
Time
p.Valorate <.05
Number at risk
Group=NotSig 814 80 13 4 0
Group=Low |- -51 15 3 0 0
Group=High - 160 16 1 0 0

explanatory beta HR L95 U95 p

Low -219 011 0.02 0.81 0.03
High 1.27 3.56 2.38 5.32 0.00

p.Valorate <.05

n= 1025, number of events =101
Score(logrank) test = p <.0001
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without filtering = 1208
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p.Valorate <.05
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RiskGroupSingleData
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Survival probability

1.00 -

0.75+

0.501

0.25

0.00

Group=NotSig
Group=Low

Group=High

Deep Amplifications & Deep Deletions
Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=Low =+= Group=High

BRCA

Log-rank
p < 0.0001
0 2000 4000 6000 8000
Time
p.Valorate <.05
Number at risk

449 44 7 2 0
198 33 8 2 0
378 34 2 0 0

explanatory beta HR L95 U95 p

Low -2.31 010 0.02 0.42 0.00
High 117 321 2.08 4.97 0.00

p.Valorate <.05

n= 1025, number of events =101
Score(logrank) test = p <.0001
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combining signatures

Deep Amplifications & Deep Deletions
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Y RiskGroupDeepAmpDel

shown (30/103)

samples (1025)

p.Valorate <.05

RiskGroup: Amp-Del

M High-High B High-Low
High-NotSig [ Low-High
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RiskGroupSingleData
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Survival probability

BRCA

Deep Amplifications & Deep Deletions
combining signatures

== Group=NotSig-NotSig

Group=NotSig-Low =#= Group=Low-Low

Strata == Group=Low-NotSig =t=  Group=NotSig-High =+= Group=High-Low

Group=High-NotSig == Group=Low-High == Group=High-High

1.00 IIIIH-FqllIHHI: -
0.75-
0.50 - —t
Log-rank
0.25-
p < 0.0001
O-OO-I;I T T T T
0 2000 4000 6000 8000
Time

p.Valorate <.05

Number at risk

Group=NotSig-NotSig
Group=Low-NotSig

Group=NotSig-High
Group=Low-High
Group=Low-Low
Group=High-Low
Group=High-High

-

AN

1
:

10
1
11

5 5 0

explanatory beta HR L95 U9 p

Low-NotSig -1.70 0.18 0.04 0.77 0.02
High-NotSig 0.80 222 132 3.73 0.00
NotSig-Low -17.68 0.00 0.00 Inf 1.00
NotSig-High 0.96 262 1.14 6.01 0.02
Low-High -17.85 0.00 0.00 Inf 1.00
Low-Low -17.69 0.00 0.00 Inf 1.00
High-Low 0.54 1.72 0.23 12.70 0.59
High-High 1.81 6.08 3.65 10.13 0.00

RiskGroup: Amp-Del, p.Valorate <.05

n= 1025, number of events =101
Score(logrank) test = p <.0001



