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Survival probability

GBMLGG
All Amplifications
Single Data Signature

Strata == Group=NotSig =+= Group=Low =+= Group=High

1.00
0.75 A
0.50
explanatory beta HR L95 U95 p
0.5 Log-rank Low 0.10 1.11 0.69 1.77 0.67
p<0. — : High 173 563 4.23 7.49 0.00
, n= 1080, number of events =522
0.00 - = S ———r Score(logrank) test = p <.0001
0 2000 4000 6000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 290 27 6 0
Group=Low | 141 14 2 1
Group=High - 675 16 2 0

p.Valorate <.05
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Single Data Signature
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p.Valorate <.05



Survival probability

Strata == Group=NotSig =+= Group=Low =+= Group=High

GBMLGG
All Deletions

Single Data Signature

1.00-
0.751
0.50 1
0.95.- Log-rank
p<0.
0.001
0 2000 4000 6000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 125 9 2 1
Group=Low |- 271 29 6 0
Group=High I 680 19 2 0

explanatory beta HR L95 U95 p

Low -0.26 0.77 0.46 1.27 0.30
High 169 543 3.56 8.27 0.00

p.Valorate <.05

n= 1080, number of events =522
Score(logrank) test = p <.0001
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Survival probability

GBMLGG
All Amplifications & All Deletions
Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=Low =+= Group=High

1.00 1
0.751
0.50 :
explanatory beta HR L95 U95 p
0.5 Log-rank Low -0.32 0.73 0.38 1.42 0.35
p<0.0 — ’ High 167 529 291 963 0.00
n= 1080, number of events =522
0.00+ Score(logrank) test = p <.0001
0 2000 4000 6000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 67 4 0 0
Group=Low |- 283 33 7 1
Group=High - 726 20 3 0

p.Valorate <.05



GBMLGG
All Amplifications & All Deletions
combining signatures

22
o
55
II38 o
5223 ®
=002 =
TJaz © M
] ©
sEEm E
Q o)) 2
E o co 23
s < cp Do »n
s} o 98 2ITZ
=8 8535:f2 S
-3 o EE W IZzH9292 w
S 8%s S cc iy s c A\
58 o 553 O O9ZB85 O D I
sEE g85 $EE32Z §F ghol
@ > XXX — —
on @000
B2 ¢ Zi: CmnmmE EMW 30 m

p.Valorate <.05

samples (1080)

‘I‘
I

6000 -

T T
8 8 \YxxffffﬁﬁﬂﬂkJ
S o
S o NP ERRCsCRrNERNRCNGRCNNREASRTSS
¥ A 2 2784 L REDTE RN A SEAEE SR
2 S-w SN N - NNG
g 85T 2222588588
EoBcaaxSRR82-STT-18a-8302a°25S8
- — - - -
N - CCZ 6 1o — = TN ST
R R T N R S R e NP
OCmx= O IQrON T Yoo ImO0s ]
WES2=0%Lyy >SaySs Juag 1MFB42N
z x n= XmzpLvo
8 g<o JaQE]x @= FUZogowm
Iz O=ouw m n PWS

SNORA25|ENSG00000207112.



Survival probability

GBMLGG
All Amplifications & All Deletions
combining signatures
== Group=NotSig-NotSig Group=NotSig-Low =#= Group=Low-Low

Strata == Group=Low-NotSig =t=  Group=NotSig-High =+= Group=High-Low
== Group=High-NotSig == Group=Low-High == Group=High-High

1.00- explanatory beta HR L95 U95 p
Low-NotSig ~ -15.21 0.00 0.00 Inf  0.99
0-757 High-NotSig ~ 0.65 1.91 0.84 433 0.12
0.50- NotSig-Low  -0.65 0.52 024 1.10 0.09
NotSig-High ~ 0.93 253 124 515 0.01
0.251 Low-High 0.63 1.88 0.85 4.15 0.12
0.00.- i : Low-Low 0.01 1.01 044 228 0.99
5 2000 4000 5000 High-Low 037 145 067 3.16 0.35
Time High-High 192 6.85 3.75 12.49 0.00

p-Valorate <.05 n= 1080, number of events =522

Score(logrank) test = p <.0001

Number at risk

1 8

Group=NotSig-NotSig
Group=Low-NotSig

Group=High-NotSig
Group=Low-High

Group=NotSig-High
Group=Low-Low
Group=High-Low
Group=High-High 86

RiskGroup: Amp-Del, p.Valorate <.05
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Single Data Signature
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Survival probability

1.00 -

0.75+

0.501

0.25

0.00

Group=NotSig
Group=Low

Group=High

GBMLGG
Deep Amplifications
Single Data Signature

Strata == Group=NotSig =+= Group=Low =+= Group=High

0 2000 4000 6000
Time
p.Valorate <.05
Number at risk
525 35 8 1
104 15 0 0
447 7 2 0

explanatory beta HR L95 U95 p

Low -0.62 054 0.36 0.81 0.00
High 1.05 286 2.37 3.45 0.00

p.Valorate <.05

n= 1080, number of events =522
Score(logrank) test = p <.0001
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NFIB (9p23)

NLRPS (1913.43)
CDKN2C (1p32.3)
PAOX (10926.3)
SLC24A2 (9p22.1)
C110rf58 (11p15.1)
CDKN2A (9p21.3)
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Deep Deletions
Single Data Signature
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Survival probability

GBMLGG
Deep Deletions
Single Data Signature

Strata == Group=NotSig =+= Group=Low =+= Group=High

1.001
0.75-
0.50
0.25-
0.00 -
0 2000 4000 6000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 445 31 5 0
Group=Low | 137 16 4 1
Group=High - 494 10 1 0

p.Valorate <.05

explanatory beta HR L95 U95 p

Low -0.92 040 0.26 0.61 0.00
High 1.10 3.01 247 3.65 0.00

n= 1080, number of events =522
Score(logrank) test = p <.0001



GBMLGG

Deep Amplifications & Deep Deletions
Max Sum Significance Signatures
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Survival probability
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0.75+

0.501
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Group=NotSig
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Deep Amplifications & Deep Deletions
Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=Low =+= Group=High

GBMLGG

Log-kank
p < 0.6001
0 2000 4000 6000
Time
p.Valorate <.05
Number at risk

271 20 5 0
199 28 4 9
606 9 1 0

explanatory beta HR L95 U95 p

Low -044 064 044 0.95 0.03
High 1.57 478 3.66 6.26 0.00

p.Valorate <.05

n= 1080, number of events =522
Score(logrank) test = p <.0001
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Survival probability

GBMLGG
Deep Amplifications & Deep Deletions
combining signatures

== Group=NotSig-NotSig

Strata == Group=Low-NotSig

Group=High-NotSig

Group=NotSig-Low =#= Group=Low-Low

== Group=NotSig-High =+= Group=High-Low

== Group=Low-High == Group=High-High

1.004
0.75+
0.50-
0.25- —,
; ——
0.00 ; . .
0 2000 4000 6000

Time

p.Valorate <.05

Number at risk

Group=NotSig-NotSig
Group=Low-NotSig

Group=NotSig-High
Group=Low-High
Group=Low-Low
Group=High-Low
Group=High-High

280

166 g
30i6 %

3 g

explanatory beta HR L95 U95 p

Low-NotSig -0.25 0.78 0.43 1.42 042
High-NotSig 1.36 391 279 547 0.00
NotSig-Low -0.70 0.50 0.28 0.88 0.02
NotSig-High ~ 1.42 4.15 3.04 568 0.00
Low-High 0.38 1.47 0.77 278 0.24
Low-Low -1.02 0.36 0.11 1.15 0.08
High-Low 0.18 1.20 0.60 2.42 0.61
High-High 1.77 585 439 7.79 0.00

RiskGroup: Amp-Del, p.Valorate <.05

n= 1080, number of events =522
Score(logrank) test = p <.0001



