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Survival probability

Strata == Group=NotSig =+= Group=Low =+= Group=High
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0 1000 2000 3000 4000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 33 8 2 1 0
Group=Low |- -29 7 4 3 0
Group=High - 540 34 6 2 0

p.Valorate <.05

explanatory beta HR L95 U95 p

Low -0.39 0.68 0.36 1.26 0.22
High 0.51 167 110 2.53 0.02

n= 572, number of events =430
Score(logrank) test = p <.0001
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1.00-
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Log-r
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p <0.00 h
0.00 - :
0 1000 2000 3000 4000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 18 4 0 0 0
Group=Low | -43 14 5 2 0
Group=High - 511 31 7 2 0

p.Valorate <.05

explanatory beta HR L95 U95 p

Low -0.55 0.58 0.30 1.12 0.10
High 0.33 139 0.80 242 0.25

n= 572, number of events =430
Score(logrank) test = p <.0001
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Survival probability

GBM
All Amplifications & All Deletions
Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=Low =+= Group=High

1.00 -
0.751
0.50 A
explanatory beta HR L95 U95 p
0.251 Low -0.72 049 0.14 166 0.25
High 050 1.64 053 513 0.39
n= 572, number of events =430
0.00+ Score(logrank) test = p <.0001
0 1000 2000 3000 4000
Time
p.Valorate <.05
Number at risk
Group=NotSig 4 1 0 0 0
Group=Low |- -31 13 6 2 0
Group=High - 537 35 6 2 0

p.Valorate <.05
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Survival probability

GBM
All Amplifications & All Deletions
combining signatures
== Group=NotSig-NotSig Group=NotSig-Low =#= Group=Low-Low

Strata == Group=Low-NotSig =t=  Group=NotSig-High =+= Group=High-Low
Group=High-NotSig == Group=Low-High == Group=High-High

1.00 - explanatory beta HR L95 U95 p
Low-NotSig ~ -11.57 0.00 0.00 Inf  0.99
0757 High-NotSig 025 1.28 0.35 4.66 0.71
0.50- NotSig-Low  -0.64 053 0.14 205 0.36
NotSig-High 049 1.63 0.47 567 0.45
0.25+ Low-High 011  1.12 0.30 4.24 0.87
0.00. . Low-Low 074 048 013 177 0.27
3000 4000 High-Low 021 123 035 4.33 0.74
High-High 051 1.67 054 522 0.38

p-Valorate <.05 n= 572, number of events =430

Score(logrank) test = 0.001
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Survival probability

Strata == Group=NotSig =+= Group=Low =+= Group=High

GBM

Deep Amplifications
Single Data Signature

1.00-
0.751
0.50 1
0.251
0.001
0 1000 2000 3000 4000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 230 27 6 2 0
Group=Low |- -37 10 3 2 0
Group=High - 305 12 3 0 0

explanatory beta HR L95 U95 p
Low -0.81 0.44 0.28 0.71 0.00
High 0.30 1.35 1.10 1.65 0.00

p.Valorate <.05

n= 572, number of events =430
Score(logrank) test = p <.0001
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Survival probability

Single Data Signature

Strata == Group=NotSig =+= Group=Low =+= Group=High

GBM
Deep Deletions

1.001
0.75-
0.50-
0.25-
0.00-
0 1000 2000 3000 4000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 183 18 4 1 0
Group=Low |- -22 10 3 3 0
Group=High - 367 21 5 2 0

explanatory beta HR L95 U95 p

Low -1.03 0.36 0.20 0.63 0.00
High 0.28 133 1.08 1.63 0.01

p.Valorate <.05

n= 572, number of events =430
Score(logrank) test = p <.0001
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Survival probability

1.00 -
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GBM
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Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=Low =+= Group=High

0 1000 2000 3000 4000
Time
p.Valorate <.05

Number at risk

78 9 1 0 0
49 18 6 3 0
445 22 5 1 0

explanatory beta HR L95 U95 p

Low -1.01 0.37 0.23 0.58 0.00
High 0.35 1.42 1.07 1.89 0.02

p.Valorate <.05

n= 572, number of events =430
Score(logrank) test = p <.0001
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Survival probability

== Group=NotSig-NotSig
Strata == Group=Low-NotSig
Group=High-NotSig

GBM

== Group=Low-High

Deep Amplifications & Deep Deletions
combining signatures

Group=NotSig-Low =#= Group=Low-Low
== Group=NotSig-High =+= Group=High-Low

== Group=High-High

1.00+

0.75+

0.50+

0.25+

0.00

2000 3000

4000

explanatory beta HR L95 U95 p

Low-NotSig -0.92 040 0.19 0.84 0.02
High-NotSig 026 130 091 1.86 0.15
NotSig-Low -1.12 0.33 0.16 0.64 0.00
NotSig-High 0.32 137 0.99 1.90 0.06
Low-High -0.60 0.55 0.28 1.08 0.08
Low-Low -1.00 0.37 0.09 152 0.17
High-Low 0.07 1.07 015 7.74 0.95
High-High 040 150 1.10 2.03 0.01

Group=NotSig-NotSig
Group=Low-NotSig

Group=NotSig-High
Group=Low-High
Group=Low-Low
Group=High-Low
Group=High-High

0
Time
p.Valorate <.05
Number at risk
It ] 9 8
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RiskGroup: Amp-Del, p.Valorate <.05

n= 572, number of events =430
Score(logrank) test = p <.0001



