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p.Valorate <.05
Number at risk
Group=NotSig | 128 37 1 6 2 0
Group=Low |- -19 8 4 3 2 9
Group=High | -33 5 0 0 0 0

explanatory beta HR L95 U95 p

Low -18.44 0.00 0.00 Inf  0.99
High 1.25 349 2.02 6.03 0.00

p.Valorate <.05

n= 180, number of events =66
Score(logrank) test = p <.0001
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p.Valorate <.05
Number at risk
Group=NotSig | 33 9 5 3 2 0
Group=Low |- -15 10 4 3 1 1
Group=High - 132 31 6 3 1 0

explanatory beta HR L95 U95 p

Low -0.96 0.38 0.07 1.97 0.25
High 1.24 346 1.37 8.74 0.01

p.Valorate <.05

n= 180, number of events =66
Score(logrank) test = p <.0001
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Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=Low =+= Group=High

Log-rank

o < 0.0001
|
0 500 1000 1500 2000 2500
Time
p.Valorate <.05
Number at risk

31 7 3 2 1 0

22 13 6 4 2 9

127 30 6 3 1 0

explanatory beta HR L95 U95 p

Low -1.55 0.21 0.04 1.10 0.06
High 1.00 271 1.08 6.80 0.03

p.Valorate <.05

n= 180, number of events =66
Score(logrank) test = p <.0001
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PAAD
All Amplifications & All Deletions
combining signatures
== Group=NotSig-NotSig =+= Group=NotSig-High =+= Group=High-Low
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explanatory beta HR L95 U95 p

Low-NotSig -17.97 0.00 0.00 Inf 1.00
NotSig-Low -048 062 012 3.19 0.57
NotSig-High 0.78 217 0.85 557 0.1
Low-High -17.82 0.00 0.00 Inf 1.00
Low-Low -17.94 0.00 0.00 Inf 1.00
High-Low -17.75 0.00 0.00 Inf 1.00
High-High 1.84 6.30 2.31 17.15 0.00

Group=NotSig-NotSig
Group=Low-NotSig

Group=NotSig-High
Group=Low-High
Group=Low-Low
Group=High-Low
Group=High-High

31 7 3 2 1 0
2 2 2 1 1 0
90 25 ) 3 1 9
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32 5 0 0 0 0

RiskGroup: Amp-Del, p.Valorate <.05

n= 180, number of events =66
Score(logrank) test = p <.0001
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Strata == Group=NotSig =+= Group=High

Log-rank

o < 0.0001
0 500 1000 1500 2000 2500
Time
p.Valorate <.05
Number at risk
113 37 13 9 4 1
67 13 2 0 0 0

explanatory beta HR L95 U95 p

High 145 427 255 7.17 0.00

p.Valorate <.05

n= 180, number of events =66
Score(logrank) test = p <.0001
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Log-rank

p =0.003 .
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p.Valorate <.05
Number at risk
129 40 14 9 4 1
51 10 1 0 0 0

p.Valorate <.05

explanatory beta HR L95 U95 p

High 0.77 215 1.28 3.61
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n= 180, number of events =66
Score(logrank) test = 0.003
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Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=High

Log-rank

p < 0.0001
0 500 1000 1500 2000 2500

Time
p.Valorate <.05
Number at risk

86 29 12 9 4 1
94 21 3 0 0 0

p.Valorate <.05

explanatory beta HR L95 U95 p

High 1.43 417 233 7.46 0.00

n= 180, number of events =66
Score(logrank) test = p <.0001
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Deep Amplifications & Deep Deletions
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== Group=NotSig-NotSig =+= Group=High-High

Strata Group=High-NotSig
== Group=NotSig-High

1.00- %
0.75- l"‘l
| explanatory beta HR L95 U95 p
0.501 ; H—t— High-NotSig ~ 1.48 4.39 2.30 8.35 0.00
0.25- Lo<gbraor6 NotSig-High 0.80 222 097 509 0.06
P ’ High-High 2.30 9.98 4.60 21.63 0.00
0.00 g ] | . . j n= 180, number of events =66
0 500 1000 1500 2000 2500 Score(logrank) test = p <.0001
Time
p.Valorate <.05
Number at risk
Group=NotSig-NotSig i 86 29 12 9 4 1
Group=NotSig-High 27 8 1 0O 0 0
Group=High-High
p=High-Hig £4 2 0 0 0 0

RiskGroup: Amp-Del, p.Valorate <.05



