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Strata == Group=NotSig =+= Group=High

Log-rank

p=0.0017
0 1000 2000 3000 4000 5000

Time
p.Valorate <.05
Number at risk

75 26 12 5 1 1
178 49 14 3 1 0

explanatory beta HR L95 U95 p

High 0.92 252 1.38 4.59 0.00

p.Valorate <.05

n= 254, number of events =75
Score(logrank) test = 0.002
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Survival probability
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All Deletions

Single Data Signature

1.00-
0.751
0.50 1
Log-rank
0.251
p < 0.0001
0.001
0 1000 2000 3000 4000 5000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 50 17 7 2 0 0
Group=Low |- -G2 23 1 5 2 9
Group=High - 141 35 8 1 0 0

explanatory beta HR L95 U95 p

Low -0.19 0.83 0.33 2.10 0.69
High 116 319 152 6.72 0.00

p.Valorate <.05

n= 254, number of events =75
Score(logrank) test = p <.0001
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Max Sum Significance Signatures
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All Amplifications & All Deletions

Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=Low =+= Group=High

Log-rank

o < 0.0001
0 1000 2000 3000 4000 5000
Time
p.Valorate <.05
Number at risk
36 13 5 2 0 0
57 22 (| 5 2 9
160 40 10 1 0 0

explanatory beta HR L95 U955 p

Low -0.28 0.76 0.21 2.69 0.67
High 1.56 4.75 1.73 13.07 0.00

p.Valorate <.05

n= 254, number of events =75
Score(logrank) test = p <.0001
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Survival probability

SARC
All Amplifications & All Deletions
combining signatures
== Group=NotSig-NotSig =+= Group=NotSig-High

Strata Group=High-NotSig == Group=High-Low
Group=NotSig-Low == Group=High-High

1.00-
0.75+
0.50 A
0.25+
O-OO'I;I . . | ] }
0 1000 2000 3000 4000 5000
Time
p.Valorate <.05
Number at risk
Group=NotSig-NotSig i 36 13 5 2 0 0
|
Group=NotSig-High | 14 4 1 0 0 0
Group=High-Low | 37 14 5 2 1 0
Group=High-High - 127 31 7 1 0 0

explanatory beta HR L95 U95 p

High-NotSig 1.05 285 0.71 1143 0.14
NotSig-Low 0.17 1.18 0.30 4.74 0.81
NotSig-High 117 3.23 0.86 12.08 0.08
High-Low 023 1.26 0.35 447 0.72
High-High 160 4.94 178 13.68 0.00

RiskGroup: Amp-Del, p.Valorate <.05

n= 254, number of events =75
Score(logrank) test = p <.0001
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Deep Amplifications
Single Data Signature

SARC

Log-rank

o < 0.0001
0 1000 2000 3000 4000 5000
Time
p.Valorate <.05
Number at risk
125 41 11 3 1 1
55 21 12 5 9 0
73 13 3 0 0 0

p.Valorate <.05

explanatory beta HR L95 U95 p

Low -2.13 0.12 0.03 0.51 0.00
High 1.53 464 285 7.54 0.00

n= 254, number of events =75
Score(logrank) test = p <.0001
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Survival probability

SARC
Deep Deletions
Single Data Signature

Strata == Group=NotSig =+= Group=Low =+= Group=High

1.00 -
0.751
0.50 -
explanatory beta HR L95 U95 p
Log-rank ; " Low -2.30 0.10 0.01 0.72 0.02
0.25 4
p < 0.0001 High 100 273 165 451 0.00
n= 254, number of events =75
0.00+ Score(logrank) test = p <.0001
0 1000 2000 3000 4000 5000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 174 54 21 8 2 1
Group=Low | -29 13 5 0 0 0
Group=High | -50 8 0 0 0 0

p.Valorate <.05
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Max Sum Significance Signatures
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Survival probability

SARC
Deep Amplifications & Deep Deletions
Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=Low =+= Group=High

1.00 1
0.751
0.50
explanatory beta HR L95 U95 p
Log-rank Low -1.89 0.15 0.04 0.52 0.00
0.25 1
p < 0.0001 High 151 451 262 7.77 0.00
n= 254, number of events =75
0.00+ Score(logrank) test = p <.0001
0 1000 2000 3000 4000 5000
Time
p.Valorate <.05
Number at risk
Group=NotSig |- -89 30 9 3 1 1
Group=Low |- -72 28 14 5 1 0
Group=High - -92 17 3 0 0 0

p.Valorate <.05
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Survival probability

SARC
Deep Amplifications & Deep Deletions
combining signatures
== Group=NotSig-NotSig Group=NotSig-Low =#= Group=Low-Low

Strata == Group=Low-NotSig =t=  Group=NotSig-High =+= Group=High-Low
Group=High-NotSig == Group=Low-High == Group=High-High

1.00
0.75-
0.50
0.25-
0.004
0 1000 2000 3000 4000 5000
Time

p.Valorate <.05

Number at risk

Group=NotSig-NotSig
Group=Low-NotSig

Group=Low-High
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Group=High-Low
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Group=High-High |
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N
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explanatory beta HR L95 U9 p

Low-NotSig -1.79 017 0.04 0.74 0.02
High-NotSig 1.52 456 2.53 8.24 0.00
NotSig-Low -1.19 030 0.04 227 0.25
NotSig-High 0.85 234 097 566 0.06
Low-High -17.73 0.00 0.00 Inf 1.00
Low-Low -17.74 0.00 0.00 Inf 1.00
High-Low -17.74 0.00 0.00 Inf 1.00
High-High 2.03 7.64 3.84 15.18 0.00

N,
N

RiskGroup: Amp-Del, p.Valorate <.05

n= 254, number of events =75
Score(logrank) test = p <.0001



