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Survival probability

1.00 -

0.75+

0.501

0.25

0.00

Group=NotSig
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Strata == Group=NotSig =+= Group=Low =+= Group=High

SKCM
All Amplifications

Single Data Signature

Log-rank | ::
p < 0.0001 Ll-, I |
0 2500 5000 7500 10000
Time
p.Valorate <.05
Number at risk

110 26 7 4 1
108 40 14 5 2
139 32 8 0 0

p.Valorate <.05

explanatory beta HR L95 U95 p

Low -0.53 0.59 0.37 0.95 0.03
High 0.38 1.46 0.98 2.15 0.06

n= 358, number of events =144
Score(logrank) test = p <.0001
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Single Data Signature
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Survival probability

Single Data Signature

SKCM
All Deletions

Strata == Group=NotSig =+= Group=Low =+= Group=High

1.001
0.75-
0.50- |
Log-rank
0.25-
o < 0.0001 !
0.00-
0 2500 5000 7500 10000
Time
p.Valorate <.05
Number at risk
Group=NotSig | 52 12 6 1 0
Group=Low - 123 50 15 4 1
Group=High | 182 36 8 4 2

p.Valorate <.05

explanatory beta HR L95 U95 p

Low -0.17 0.85 047 152 0.58
High 0.63 1.88 1.10 3.22 0.02

n= 358, number of events =144
Score(logrank) test = p <.0001
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All Amplifications & All Deletions
Max Sum Significance Signatures
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Survival probability
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All Amplifications & All Deletions
Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=Low =+= Group=High

SKCM

Log-rank

o < 0.0001
0 2500 5000 7500 10000
Time
p.Valorate <.05
Number at risk

29 5 2 0 0
165 60 18 6 9
163 33 9 3 2

explanatory beta HR L95 U95 p

Low 0.01 1.01 043 236 0.98
High 0.79 220 0.96 5.04 0.06

p.Valorate <.05

n= 358, number of events =144
Score(logrank) test = p <.0001



SKCM

All Amplifications & All Deletions

combining signatures

PQLC1 (18923)
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Survival probability

SKCM
All Amplifications & All Deletions
combining signatures
== Group=NotSig-NotSig Group=NotSig-Low =#= Group=Low-Low

Strata == Group=Low-NotSig =t=  Group=NotSig-High =+= Group=High-Low
== Group=High-NotSig == Group=Low-High == Group=High-High

1.00- explanatory beta HR L95 U95 p
Low-NotSig ~ 0.28 1.32 040 4.34 0.65
0-75 High-NotSig ~ 0.11 1.12 0.34 3.68 0.85
0.50- . NotSig-Low  -0.02 0.98 0.35 2.76 0.97
:Il—l- 1 I NotSig-High ~ 0.73 2.08 0.85 5.10 0.11
0.25+ Low-High 0.33 1.39 0.56 3.48 0.48
0.00. Low-Low -1.09 0.34 0.11 1.05 0.06
5 2500 5000 7200 10000 High-Low 053 1.69 069 4.15 025
Time High-High 1.08 296 1.25 7.00 0.01

p-Valorate <.05 n= 358, number of events =144

Score(logrank) test = p <.0001

Number at risk

% i :
;
$

Group=NotSig-NotSig
Group=Low-NotSig
Group=High-NotSig

Group=NotSig-High
Group=Low-High
Group=Low-Low
Group=High-Low
Group=High-High

(o

NINNS3y
OXODIICI
NI O

—_—

RiskGroup: Amp-Del, p.Valorate <.05
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Deep Amplifications
Single Data Signature
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SKCM
Deep Amplifications
Single Data Signature

Strata == Group=NotSig =+= Group=Low =+= Group=High

Log-rank

p < 0.0001

0 2500 5000 7500
Time

Number at risk

10000

p.Valorate <.05

257 72 21 6
37 16 5 2
63 10 3 1

p.Valorate <.05

explanatory beta HR L95 U95 p

Low -0.96 0.38 0.18 0.83 0.01
High 099 269 1.87 3.87 0.00

n= 358, number of events =144
Score(logrank) test = p <.0001
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Single Data Signature
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Survtime

RiskGroup

RiskGroup

M High
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!-2

0

shown (7/7),
without filtering = 7
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Survival probability

SKCM
Deep Deletions
Single Data Signature

Strata == Group=NotSig =+= Group=Low =+= Group=High

1.00 4
0.75- l. :
0.50 -
0.25-
0.00 -
0 2500 5000 7500 10000
Time

Number at risk

p.Valorate <.05

Group=NotSig
Group=Low

Group=High

303 84 20 5
34 11 T 4
20 3 2 0

explanatory beta HR L95 U95 p

Low -146 0.23 0.09 0.57 0.00
High 0.82 228 1.31 3.98 0.00

p.Valorate <.05

n= 358, number of events =144
Score(logrank) test = p <.0001
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Deep Amplifications & Deep Deletions
Max Sum Significance Signatures
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Deep Amplifications & Deep Deletions
Max Sum Significance Signatures

Strata == Group=NotSig =+= Group=Low =+= Group=High

SKCM

Log-rank

p < 0.0001
0 2500 5000 10000
Time
p.Valorate <.05
Number at risk

221 63 15 2
59 24 9 9
T 11 5 0

p.Valorate <.05

explanatory beta HR L95 U95 p

Low -1.14 032 0.16 0.62 0.00
High 096 260 1.83 3.69 0.00

n= 358, number of events =144
Score(logrank) test = p <.0001
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Survival probability

Group=NotSig-NotSig
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Group=Low-High
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SKCM

Deep Amplifications & Deep Deletions
combining signatures

== Group=NotSig-NotSig
Strata == Group=Low-NotSig
Group=High-NotSig

Group=NotSig-Low
== Group=NotSig-High
== Group=Low-High

=f=  Group=Low-Low

== Group=High-Low

== Group=High-High

2500

-
| I | |
5000
Time

Number at risk

7500

10000

p.Valorate <.05

ik

15
2

g

0

explanatory beta HR L95 U9 p

Low-NotSig -0.59 055 025 120 0.13
High-NotSig 0.91 249 1.68 3.70 0.00
NotSig-Low -1.76 0.17 0.04 0.70 0.01
NotSig-High 0.84 232 1.20 450 0.01
Low-High -17.17 0.00 0.00 Inf 1.00
Low-Low -17.36 0.00 0.00 Inf 0.99
High-Low 1.02 278 088 884 0.08
High-High 1.43 420 1.53 11.50 0.01

RiskGroup: Amp-Del, p.Valorate <.05

n= 358, number of events =144
Score(logrank) test = p <.0001



