Tissue-specific differences in human tRNA expression.
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Fig. S2. (A) The ratio of tRNA/(18+28S)rRNA recovered after LiCl precipitation (protocol below) as a function of [RNA]
before the addition of LiCl. tRNA and rRNA are separated on 1% agarose gel or 10% denaturing polyacrylamide gels.
The ethidium bromide stained gels are scanned using a BioRad phosphorimager and the tRNA and rRNA bands
quantified using the BioRad software and averaged. (B) Cy3-labeling of 4 tissue samples and the HelLa total RNA
analyzed by denaturing gel. Numbers indicate the amount of labeled RNA relative to HeLa. Consistent with
microarray results, the brain and spleen samples produced very similar amount of labeled tRNA as the HeLa sample.
The HeLa sample had considerable amount of tRNA as suggested by independent array experiments.

Protocol: The LiCl precipitation was performed using HeLa total RNA isolated using the RNAwiz protocol that does not
have this step nor other known steps biasing against tRNAs. The experimental condition was the same as provided by
Stratagene: (i) Mix 1 volume of 7.5 M LiCl with 2 volumes of total RNA at high concentration. (ii) Incubate at -20 °C

overnight. (iii) Spin in micro-centrifuge at high speed, remove supernatant. (iv) Wash with ice-cold 70% ethanol. Spin
again.



